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Supplementary Figure S3. Genomic characterization of LRR-RLK-IX subfamily
members.

(a) Exon-intron structures of peach and Arabidopsis genes. Exons (boxes) and introns
(lines) are drawn to scale. (b) Chromosomal distribution of peach LRR-RLK-IX

genes. Gene IDs are labeled on the right of each chromosome (scale in megabases).



