Table S2. Comparison of different molecular marking techniques and the application in lotus

- - . The scope of Application in .
Mark Repeatability  Stability Polymorphism tes tp PP lotus Advantage Disadantages  References
. . Complete DNA ngetic diversity . Strong specificity; Poor stability and
RAPD Medium Low High sample analysis; Cluster analysis; Easy operation ’ repeatabilit [47-61]
P DNA fingerprinting y op P y
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AFLP High High High p analysis; Cluster analysis; polymorp e Higher cost [61-64]
sample QTL mapping analysis Stable results; High
ppIng y repeatability
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P construction; QTL information; Strong Molecular markers
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. . . Repetitive DNA fingerprinting map polymorphism; number of existing [3,27,61-
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map construction; QTL good repeatability Marker
mapping analysis development is
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