PpelPrupe.8G028700.1.p
Tca|Thecc1EG035565t1 @D Eudicots
Csflorange1.19006925m M

nocot:
Csilorange1.19006924m @ Mornocots
Cpalevm.model.supercontig 21.194 @D Basal Angiosperms
Jeu|JerdS01095.30

Pir|Potri.002G068600.1 @D Gymnosperms
SpulSapurV1A.006650020.1.p @D Lycopodiophyta
PUriPotri.005G191900.1

\{SPulSapurV1A.062550070.1.p
SpulSapurV1A.561250010.1.p
EgriEucgr.F04239.1.p

Csilorange1.1g007316m
Csilorange1.1g013876m
Cpalevm.model.supercontig 21.195
Ppe|Prupe.8G028800.1.p
Tea| Thecc 1EGO3SST1t1
JoulJora$04225.30
Pr1Potri.002G068400.1
SpulSapurV1A.006650010.1.p
cmpam.l)asmyzal)a 1
SpulSapurV1A.062550080.1.p
o Cesloetr gtr3s
WVilGSVIVT01026588001
PpelPrupe.66162600.1.p
Cpalevm.model.supercontig 2611.1
Csilorange1.19012030m

SpulSapurV1A.023150350.1.p
SpulSapurV1A.065550060.1.p
PUr|Potri.019G010200.1

Atriovm 27.model.AmTr v1.0 scaffold00030.34
Equip5 5c00062.V1.gene79
/_ Atrlevm 27.model. AmTr v1.0 scaffold00002.627
EgriEucgrH04383.1.p
Cpalevm.model.supercontig 17.75
Csilorange1.1g007139m
WIGSVIVT01021832001
PpelPrupe.66341000.1.p
Teal Thecc1EG026383t1
Pu{Potri.005G051700.1
PU{PoIri013G039100.1
SpulSapurV1A.011050020.1p
SpulSapurV1A.216550010.1.p
27.modelAmTr v1.0 203
Equips sc01973.V1.genes
JeulJerdU31786.10
JculJer4$16855.10
EgriEucgrK02072.1.p
PpelPrupe.7G116400.1.p
Cwisswoiossyszor
CealCc06 905330
TealThecc1EG022457t1
Gpalevm.model.supercontig 5.72
—Csilorange1.1g014869m
WIIGSVIVT01034705001
o FpoiPrupeo0asso0 1
EgriEucgr.J01012.1.p
Cpalevm.model. supercontig 126.45
Teal Thecc1EG044087t1
Csilorange1.1010601m
- JeulJcrd4S02883.10
#PUPoIr.008G025600.1
SpulSapurV1A.043950240.1p
PU{Potri0106235000.1
\ Spu[SapurV1A.024350160.1.p
27.modeLAmTr v1.0 104
(- Eoulps scoo00z.v1genese2
Egulp5 sc00016.V1.gene8d3
EgriEucgr002541.1.p
(rureviooicisisoo1
‘SpulSapurV1A.028550240.1.p
Y rerionaimens
SpulSapurV1A.004750660.1p
alevm.model.supercontig 37.120
Teal hecc1EGO15563t1
WIGSVIVT01019722001
PpelPrupe.5G137600.1.p
1Csilorange.19005124m
Csilorange1.19005262m
Csiloranget.1g003766m
¥Csilorange1.1g005787m

e FablA 1951350010
PablMA 47
SmolSmo-66294
SmolSmo-85122
SmolSmo-24518
PablMA 1043349990020
= rasaa 1961500010
EgriEucgrL00152.1.p

Ccpa\evm.model.supelcanug 27.230
Teal Thecc1EG030445t1

Ccsﬂarangﬁ. 1g017956m
Ppe|Prupe.4G003900.1.p
Ptr1Potri.006G005300.1
(‘Prrlpom.ovsooossoa 1
SpulSapurV1A.008950520.1.p

e EoUlPS 5cO0013.V1 gene3s3

Egulps sc00122.V1.gene238
Atrlevm 27.model. AmTr v1.0 scaffold00001.321
CealCc08 901240
Csilorange1.1g009174m
Cpalevm.model.supercontig 126.31
Tca|Thecc1EG037381t1
PpelPrupe.16405000.1.p
WilGSVIVT01035465001
JeulJerdS06435.20
(Prporioosozation2

SpulSapurV1A.071050040.1.p
SpulSapurV1A.043550090.1.p

[PlrlPoln.WsGﬂlWW. 1
= PU1Potri.018G049500.1

o Eoulps sco1020.V1gene
Pab|MA 1043725990030

°

Egulp5 sc00062.V1.gene78

Atrfovm 27.model. AmTr v1.0 scaffold00009.218
Smo|Smo-102611
PpelPrupe.5G152800.1.p
Csilorange1.1g040954m
Csilorange1.1g016319m
Cpalevm.model.supercontig 13.140
EgrlEucgr.B00129.1.p
Tea| Thecc1EGO14612t1
PUriPotri.015G093600.1
SpulSapurV1A.016850020.1.p
PUr|Potri.012G095800.1

SpulSapurV1A.084150060.1.p
Atrfovm 27.model. AmTr v1.0 scaffold00019.101
PablMA 697870010
Smo|Smo-409669
PablMA 1042735890010
Pab|MA 6881090010

WilGSVIVT01007522001
Atrlevm 27.model.AmTr v1.0 scaffold00005.66
Atrlovm 27.model. AmTr v1.0 Scaffold00055.148

Equlps Sc00006.V1.geness
Equip5 sc00034.V1.gene655

A CesICe00 933210
cealceoo g33sso
EgrlEucgr.J02286.1.p
Cpalevm.model.supercontig 130.35

CealCet1 g16470
([ (csioranget.gotszazm
Csilorange1.1g015940m
Csilorange1.1g016093m
Csilorange1.19019686m
Cpalevm.model.supercontig 1453.1
1

|Prupe.16235200.1.p
Teal Thecc1EGO10751t1
£PU1Potri.010G055000.1
SpulSapurV1A.171950020.1.p
PUr1Potri.008G179700.1
\-SpulSapurV1A.020650170.1.p
SmolSmo-415005
Eguips 5c00033.V1.genes4
Egulps sc00121.V1.gene110
CealCc06 g01240
WIlGSVIVT01011168001
PU1Potri.016G117300.1
SpulSapurV1A.054150070.1.p
PUr|Potri.0066101400.1
SpulSapurV1A.000150490.1.p
JeulJerdS04332.40
|~ Ppe|Prupe.66278600.1.p
Cpalevm.model.supercontig 11.127
TealThecc1EG021682t1
EgriEucgr.A00520.1.p
Csilorange1.19022743m
PablMA 1043670490010
Pab|MA 712973290010
Cs:nolswo.nzm
SmolSmo-79941
Atrlevm 27.model.AmTr v1.0 scaffold00048.218
(PO scO00Ta Vi gened2
Equlps sc00147.1.gene217
WilGSVIVT01036939001
(PtriPotri.001G129900.1
SpulSapurV1A.149650030.1.p
SpulSapurV1A.137850050.1.p
Cpalevm.model.supercontig 137.19

EgriEucgr.£01205.1.p
Tea|Thecc1EGO16743t1

Smo|Smo-408663
/- SmolSmo-448754

Smo|Smo-407102

Smo|Smo-441102

PablMA 17437090020
‘Gs_mqsmwama

Smo|Smo-73941
Atrfovm 27.model. AmTr v1.0 scaffold00044.3
e (Pl moceLsuparcan 295

Tea| Thecc1EGO11136t1
{0 5200014V ganes2s
Equlps 5c00017.1.genet16
EgulpS 5c00029.V1.gene104

~ cEgyu‘ui $c00165.V1.gene12
CVW\GSVVVTMUZE?ZZW1

Csilorange1.19040756m
Cpalevm.model.supercontig 192.2
JeulJerdS14744.10
CealCe09 g06700
Q}’pe]PmN.lGﬂﬂﬂW 1p

EgriEucgr.001036.1.p

TealThecc1EG029325t1
PUr1Potri.012G117500.1
SpulSapurV1A.026850160.1.p
Smo|Smo-446039
Atrlevm 27.model.AmTr v1.0 scaffold00025.281
EgriEucgrL02411.1.p
EgrlEucgr.C02135.1.p
CealCe10 914290
Cpalevm.model.supercontig 148.5
WIIGSVIVT01035569001
PpelPrupe.1G456500.1.p
PUr1Potri.018G002800.1
PU1Potri,006G279100.1
SpulSapurV1A.026350160.1.p
SpulSapurV1A.356750020.1.p
Csilorange1.19043001m
Csilorange.19022763m
Csilorange1.19022767m
Csilorange.19022750m
Csilorange1.19022770m

—_—
Pab|MA 2060390010

PablMA 12225590010
Atrlevm 27.model. AmTr v1.0 scaffold00025.50
Atrlevm 27.model. AmTr v1.0 5caffold00016.65
Equlps sc00057.V1.gened15
WilGSVIVT01008644001
CcalCc00 933380
CealCc00 g33880
CCsilwange‘l. 19038571m
TealThecc1EGO14751t1
PpelPrupe.5G142400.1.p
_CPmPom 0156105800.1
SpulSapurV1A.051750190.1.p
PpelPrupe.16216100.1.p
Cpalevm.model.supercontig 2461.1
EgriEucgr.B03553.1.p
Csilorange1.19019057m
Csilorange1.1g024542m
CealCo11 915060
Equlp5 sc00180.V1.geness
{PtrIPotri.001G066900.1
SpulSapurV1A.267450010.1.p
PtiPotri.0036163000.1
SpulSapurV1A.04990110.1.p
SmolSmo-420183
SmolSmo-441386

- csmolsmo.uusas
SmolSmo-438363
SmolSmo-415254

SmolSmo-440669
27.model. AmTr v1.0
e EoulnS 500043V genez2sd

Egulps c00080.V1.gene321

(o EGHIPS scO0012 Vi genero1

Egulps sc00120.V1.geneso

Teal Thecc1EGO06442t1
ecsnounyn 19039131m
Teal Thecc1EGO06441t1
CcalCc03 g13070
WiGSVIVT01034521001

Atrlevm 27.model. AmTr v1.0 scaffold00156.27

s

{7 Cpelevmmoda supercontig 21451
£Ptr|Potri.0056191700.1
\tsw\sapurvm.nszﬂsaaﬁa. 5
PtiPotri.002G068700.1
\SpulSapurV1A.006650030.1.p
Atrlevm 27.model.AmTr v1.0 scaffold00040.290
Egulps sc00012.V1.gene8o
cEgu\pS 5¢01019.V1.gene12
CealCc00 931390
Cpalevm.model.supercontig 5.104
Csilorange1.19011207m
Tea| Thecc1EG022395t1
PpelPrupe.7G120800.1.p
EgriEucgr.A01572.1.
WiIGSVIVT01033746001
¢PUr1Potri.006G117500.1
SpulSapurV1A.022650090.1.p
(Panl.n 0166096300.1
SpulSapurV1A.063950010.1.p

Pab|MA 1672890010

Pab|MA 1155290010

Pab|MA 331390010

Atrlevm 27.model. AmTr v1.0 scaffold00022.360

Egulp5 5c00020.V1.gene680

Ckuumb $c00096.V1.gene263

CealCc00 909000

(= PpelPrupe.4G244300.1.p

Csilorange1.1g013250m

EgriEucgr.J00785.1.p

Tcal Thecc1EG040620t1

(Putporrovicorozon.
SpulSapurV1A.044550160.1.p
Pab|MA 349240010

e PatIMA 13354050010
Pabl|MA 90508290010
Csilorange1.19018620m
Smo|Smo-413913
Egulps sc00002.V1.genedd1
Cpalevm.model.supercontig 41.83
SpulSapurV1A.115650130.1.p
27.model. AmTr v1.0 13
= Atovm 27.modelAmTr v1.0 scalfold00008.240
e 0PSSO0,V geness0
Egulps sc00128.V1.gene71
CcalCc01 g16960
Tcal Thecc1EG002925t1
Ppe|Prupe.6G201900.1.p
WilGSVIVT01028683001
PtiPotri.002G243300.1
SpulSapurV1A.013550330.1.p
CealCc02 925370
c-ppewmpe 26121200.1p
Tea|Thecc1EG005773t1

JeulJerds11643.10
PUr1Potri.014G051200.1
PtiPotri.0026139500.1
-SpulSapurV1A.003350070.1.p
Equips 5c00193.V1.genet17

CcalCc08 g11310
Cquswvmmmasnm
TcalThecc1EGO15844t1
PpelPrupe.5G055100.1.p

SpulSapurV1A.020150240.1.p
Pab|MA 7491090010

SmolSmo-419055

SmolSmo-438544

PablMA 6880190010
Pab|MA 821596990010
Csilorange1.1g041038m
Tea|Thecc1EG043551t1
WilGSVIVT01034687001
Ppe|Prupe.2G090800.1.p
Cpalevm.model.supercontig 126.55
¢Ptr|Potri.010G233500.1
SpulSapurV1A.024350300.1.p
PUr1Potri.008G027000.1
X SpulSapurV1A.043950120.1.p
Equlp5 $c00012.V1.gene90
Egulp5 sc00026.V1.gene169
Atrlevm 27.model. AmTr v1.0 scaffold00006.275

(—Smalimavﬂwﬂg
Pab|MA 9824390010

CealCe06 g05030
EgriEucgrA01571.1.p
WilGSVIVT01033748001
Ppe|Prupe.76120600.1.p
Tea|Thecc1EG022397t1
- 1Pasto0s TR
SpulSapurV1A.022650070.1.p
LAMTr v1.0 3.9
Equlp5 5c00022.1.genes03
PablMA 113047g0010
Pab|MA 4931590010
Atriovm 27.model. AmTr v1.0 scaffold00019.159
Equlp5 $c00020.1.gene196
WilGSVIVT01016139001

(e mecerEGUsats
Cpalevm.model.supercontig 403.1
EgriEucgr.603225.1.p
PpelPrupe.26039000.1.p
Jeul Jerd$12859.50
Csilorange1.1036675m
PUiPotri.003G195300.1
SpulSapurV1A.00091160.1.p
PUiPotri.001G026400.1
Spu|SapurV14.057450200.1.p
PablMA 499790010
{evm 27.model.AmTr v1.0 2
 EtipS sc00018V gonorzs
EqulpS sc00105.V1.genet4
PpelPrupe.76228600.1.p
CealCc06 909510
C EgriEucgr.C01064.1.p
{ coneucaracosor 1
o PomtotsGOTES00S
SpulSapurV1A. 11770050.1.p
Cpalevm.model.supercontig 23,117
{ pm———
Teal Thecc1EG037914t1
WIIGSVIVT01017112001
CoalCe04 903460
EgriEucgr.02994.1p
f—Csilorange?.1g048259m
[ Ppe|Prupe.3G071500.1.p
Cpalevm.model.supercontig 181.13
Teal Thecc1EG028688t1
PU1Potr.003G056000.1
SpulSapurV14.000250250.1.p
PUrlPotri.001G179800.1
SpulSapurV1A.379850010.1.p
¥SpulSapurV1A.116850060.1.p
Equips 5c00033.V1.gene153
WIIGSVIVT01030322001
 PrelPrupesGzsnt
WIIGSVIVT01032781001
Teal Thecc 1EG042467t1
Cpalevm.model.supercontig 19.152

SpulSapurV1A.065050110.1.p
" EPV‘P{:ULD{J!GUHJM 1
Ptr|Potri.010G186200.1

Csilorange1.19025085m
Csilorange1.1g025448m
Csilorange.1g025651m
WCsilorange1.1g024563m
\Csilorange1.19025430m
Egulp5 5c00001.V1.genesss
Egulps 5c00065.V1.gene277
Egulps sc00135.V1.gene296
CcalCc05 g08380
CCﬂllwm model.supercontig 209.41
PpelPrupe.36118000.1.p
CcalCc02 g15010
ccpa\evm model.supercontig 7.72
Ppe|Prupe.4G061800.1.p
TcalThecc1EG029695t1
Csilorange1.1g021525m
SpulSapurV1A.026050280.1.p
{LPMPMII 001G113600.1

PUiPotri.003G118600.1

SpulSapurV1A.004550480.1.p
Atrlevm 27.model. AmTr v1.0 scaffold00007.2
Atrievim 27.model. AmTr v1.0 5caffold00021.30
Pab|MA 1043071390010
PablMA 694490010

SmolSmo-68039

Lsma|sma-6.!l)41
Atrlevm 27.model.AmTr v1.0 scaffold00007.338
e EouIpS 5c00004.V1.genesse

Equips 5c00064.V1.gene350

EgriEucgr.J02613.1.p
CC:a\ Cc04 900940

WilGSVIVT01016703001
PpelPrupe.3G036000.1.p
Csilorange1.1g019413m
Tcal Thecc1EG029209t1
qspuwapmvm 000950880.1.p

PUriPotri,0036200000.1
PriPotri.003G198800.1
PUiPotri.001G026000.1

( SpulSapurV1A.281050010.1.p
SpulSapurV1A.050450110.1.p



