Proteomics filtering workflow

Step 1

Initial Protein Matrix
(n=6379)

Multivariable linear regression
(adjust for age & HbAlc)

Step 2

Proteins Increasing with DR Stage
(Screened)
(Supplementary Table 3 ,n =1228)

Intersection with Senescence Databases
(Supplementary Table 4~7)

Step 3

RSPS Candidate Genes
(Screened N Senescence Databases)

(Supplementary Table8 ,n =307)



