Supplementary Table 1. Characteristics of data sources used in this study

Traits Data sources Sample size Ancestry Reference
(cases/controls)

POAG (discovery) GWAS meta-analysis 15,229/177,473 European (Gharahkhani et al., 2021)
SCz PGC 33,640/43,456 European (Consortium, 2014)
ADHD PGC 20,183/35,191 European (Demontis et al., 2019)
AD FinnGen 12,513/198,110 European (Kurki et al., 2023)

BD GWAS meta-analysis 7,647/27,303 European (Hou et al., 2016)

DD FinnGen 23,424/192,220 European (Kurki et al., 2023)

POAG (validation) FinnGen 3,412/210,201 European (Kurki et al., 2023)

ADHD: Attention-deficit/hyperactivity disorder; AD: Anxiety disorder; BD: Bipolar disorder; DD: Depressive

disorder; PCG: Psychiatric Genomics Consortium; POAG: Primary open-angle glaucoma; SCZ: Schizophrenia.
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