Supplementary Table 3. Glandular trichome development transcription factors in Nicotiana spp.

Gene Function
Gene Name TF Family GT Type Key Target Gene(s) Evidence Type References
Identification
NtHD9 (+) HD-Zip IV LGT NtHD12 Y2H/BiFC/Co-IP OE/Mutant [23]
NtMYB306¢ (-) R2R3-MYB LGT/SGT NtMYB308 Y2H/Co-IP OE [24]
NtPRE4.1 (-) bHLH LGT/SGT NtMYB330 Y2H/Co-IP OE/VIGS [25]
NbGIS (+) C2H2 LGT/SGT NbMYB123-like RT-qPCR OE/RNA1/VIGS [26]
NbCycB2 (-) Cyclins NbWoolly Y2H/BiFC OE/RNAi
. LGT/SGT NbCycB2 Y 1H/DLR/ChIP-qPCR i [27]
NbWoolly (+) HD-Zip IV OE/RNAi/Mutant
NbCycB2 Y2H/Pull-down/Co-IP
NbJAZ3 () JAZ LGT NbWoolly Y2H/BiFC OE/RNAi [28]
NbGL3 (+) HD-Zip IV LGT - - VIGS [29]

*(+): Positive regulation of GT development, (—): Negative regulation of GT development.

LGT: long glandular trichomes, SGT: short glandular trichomes
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