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Supplementary Fig. S5. QRT-PCR verification of DEGs.
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The orange bar represents the transcriptome data of '2013-12"; the green bar represents the transcriptome data of '9-6'; the blue line
represents the qRT-PCR data of '2013-12"; the red line represents the qRT-PCR data of '9-6'. The bars and lines values are average

+ SD on three replicates.



