Table S6 Protein nomenclature and sequences from the cowpea genome.

Transcript IDs

Gene Name

AA Sequence

Vigun01g052500.1.p

Vigun01g242300.1.p

Vigun03g007100.1.p

Vigun03g090600.1.p

Vigun03g196200.1.p

VuHSP60-1

VuHSP60-2

VuHSP60-3

VuHSP60-4

VuHSP60-5.1

MASTFSAMSSYKLSSSAAISSFPFSGSRRQSNGVVLARRSRNARVSAMAKELHFN
KDGTAIKKLQSGVNKLADLVGVTLGPKGRNVVLESKYGSPKIVNDGVTVAKEVE
LEDPVENIGAKLVRQAAAKTNDLAGDGTTTSVVLAQGLIAEGVKVVAAGANPV
LITRGIEKTAKSLVSELKKMSKEVEDSELADVAAVSAGNNHEVGHMIAEALSKV
GRKGVVTLEEGKSADNSLYVVEGMQFDRGYISPYFVTDSEKMAVEYENCKLLL
VDKKITNARDLFNILEDAIRSGYPIIVIAEDIEQEALATLVVNRLRGSLKIAALKAP
GFGERKSQYLDDIAILTGGTVIREEVGLSLDKAGKEVLGSASKVVLTKDTTTIVG
DGSTQEAVNKRVAQIKNLIEAAEQDYEKEKLNERIAKLSGGVAVIQVGAQTETEL
KEKKLRVEDALNATKAAVEEGIVVGGGCTLLRLASKVDAIRDSLDNDEEKVGAD
IVKRALSYPLKLIAKNAGVNGSVVSEKVLSSDNPRYGYNAATGNYEDLMSAGII
DPTKVVRCCLEHAASVAKTFLMSDCVVVEIKEPEPVPAGNPMDGSGYGL

MALAFDEFGRPFIILKEQEQKSRLRGLDAQKSNISAGKAVARILRTSLGPKGMDK
MLQSPDGDVTITNDGATILEQMDVDNQIAKLMVELSRSQDYEIGDGTTGVVVM
AGALLEKAERLLERGIHPIRIAEGYETASRIAVEHLERVANKFEFGESNLEPLIQTC
MTTLSSKIVNRCKRSLAEIAVKAVLAVADLERKDVNLDLIKVEGKVGGKLEDTEL
IYGIVVDKDMSHPQMPKQIEDAKIAILTCAFEPPKPK TKHK VDIDTVEKFQTLRLQ
EQKYFDDMVQKCKDVGATLVICQWGFDDEANHLLMHRNLPAVRWVGGVELEL
IAIATGGRIVPRFQELSTEKLGKAGMVREKSFGTTKDRMLYIEHCANSRAVTIFIR
GGNKMIIEETKRSLHDALCVARNLIRNNSIVYGGGSAEISCSIAVEAAADKYPGVE
QYAIRAFGDALEAIPMALAENSGLQPIETLSAVKSQQIKDNNPHFGIDCNDVGTN
DMREQNVFETLIGKQQQILLATQVVKMILKIDDVISPSEY

MAATAVPQHRSSKTESYVDNKRKEDIRHANIVAARAVANAVRTSLGPKGMDKMI
STSSDEVIITNDGATILNKMQVLQPAAKMLVELSKSQDSAAGDGTTTVVVIAGAL
LEQCLLLLSHGIHPTIVSDSLHKAAVKAVDVLTAMAVPVELSDRDSLVKSASTSLN
SKVVSQYSTLLAPLAVDAVLSVVDAAKPDMVDLRDVKIVKKLGGTVDDTELVK
GLVFDKKVSHAAGGPTRMENAKIAVIQFQISPPKTDIEQSIVVSDYSQMDRILKEE
RSYILGMIKKIKATGCNVLLIQKSILRDAVTDLSLHYLAKAKILVIKDVERDEIEFIT
KTLNCLPIANIEHFRAEKLGYADLVEEVSLGDGKIVKINGIKEMGKTTTVLVRGS
NQLVLDEAERSLHDALCVVRCLVAKRFLIAGGGAPEIELSRQLGAWAKVLHGME
GYCVRAFAEALEVIPYTLAENAGLNPIAIVTELRNRHAQGEINAGINVRKGQITNI
LEENVVQPLLVSTSAITLATECVRMILKIDDIVTVR
MAVVAQTPDIAGERQSGQDVRTQNVVACQAVANIVKSSLGPVGLDKMLVDDIGD
VTITNDGATILKMLEVEHPAAKVLVELAELQDREVGDGTTSVVIVAAELLKRAN
DLVRNKIHPTSIISGYRLAMREACKYVEEKLSVKVEKLGKDSLINCAKTSMSSKLI
AGDSDFFANLVVDAVQSVKMTNARGEVKYPIKGINILKAHGKSARDSFLMNGYA
LNTGRAAQGMPLRVAPAKIACLDFNLQKTKMQLGVQVLVTDPRELEKIRQREAD
MTKERIEKLLKAGANVVLTTKGIDDMALKYFVEAGAIAVRRVRKEDMRHVAKA
TGATLVSTFADMEGEETFEPSFLGSADEVVEERISDDAVVMIKGTKTTSAVSLILR
GANDHMLDEMDRALHDALSIVKRTLESNTVVAGGGAVEAALSVYLEYLATTLG
SREQLAIAEFAESLLIIPKVLSVNAAKDATELVAKLRAYHHSAQTKADKKHLSSM
GLDLSEGKIRNNLEAGVIEPAMSKVKIIQFATEAAITILRIDDMIKLIKEESQNED

MSSYIHSHVFLSSHFFPPNGNPSSSFPPFRWNQIAFGVRKASRFVVRAGPKKILFG
KECREAMQAGIDKLADAVSLTVGPKGRNVILSESGNLKVINDGVTIARSIELSDAI
ENAGAILIQEVASRMNELAGDGTSTAIILARAMIKSGLLAVSFGANPISLKKGMDK
TVKELVKLLKERSVPVEGREHIKAVASISAGNDEYVGNLIADAMGKIGPDGVISIE
SSSTSETSVIIEEGMKIDKGYMSPHFITNQEKSIVEFDWAKVLVTDQKISSVKEIVP
LLEKAMQLSAPLLITAEDITRQVLETLVVNKMQGLLRVAVVKCPGFAGGKKALLQ
DIALMTGADFLSGDLGLTLDGATSDQLGTALKVTITSNATTIHADPSTKAEVQARI
SQIKKDLSETDNANLSRKLSERIAKLLGGVAVIKVGAHTELELEDRKLRIEDAKN
ATFAAISEGIVPGGGATYVHLLDMIPTIRNSMKDLDEQIGADIVAKALIEPAKSIAT
NAGIDGDIVVQKTRTHDWRTGYNAMTGMYEDLLNAGVADPSRVARCALQSAVS
VAGVVLTTQAILVDKIKKPKPAVPYIPGITP




Transcript IDs

Gene Name

AA Sequence

Vigun03g196200.2.p

Vigun03g196200.3.p

Vigun04g171700.1.p

Vigun05g005000.1.p

Vigun05g208400.1.p

VuHSP60-5.2

VuHSP60-5.3

VuHSP60-6

VuHSP60-7

VuHSP60-8

MMALQLLDPLSFOQMQLRMQVASRMNELAGDGTSTAIILARAMIKSGLLAVSFGA
NPISLKKGMDKTVKELVKLLKERSVPVEGREHIKAVASISAGNDEYVGNLIADAM
GKIGPDGVISIESSSTSETSVIIEEGMKIDKGYMSPHFITNQEKSIVEFDWAKVLVT
DQKISSVKEIVPLLEKAMQLSAPLLITAEDITRQVLETLVVNKMQGLLRVAVVKCP
GFAGGKKALLQDIALMTGADFLSGDLGLTLDGATSDQLGTALKVTITSNATTIIA
DPSTKAEVQARISQIKKDLSETDNANLSRKLSERIAKLLGGVAVIKVGAHTELELE
DRKLRIEDAKNATFAAISEGIVPGGGATYVHLLDMIPTIRNSMKDLDEQIGADIVA
KALIEPAKSIATNAGIDGDIVVQKTRTHDWRTGYNAMTGMYEDLLNAGVADPSR
VARCALQSAVSVAGVVLTTQAILVDKIKKPKPAVPYIPGITP

MLFLLPLDPKVASRMNELAGDGTSTAIILARAMIKSGLLAVSFGANPISLKKGMD
KTVKELVKLLKERSVPVEGREHIKAVASISAGNDEYVGNLIADAMGKIGPDGVISI
ESSSTSETSVIIEEGMKIDKGYMSPHFITNQEKSIVEFDWAKVLVTDQKISSVKEIV
PLLEKAMQLSAPLLITAEDITRQVLETLVVNKMQGLLRVAVVKCPGFAGGKKALL
QDIALMTGADFLSGDLGLTLDGATSDQLGTALKVTITSNATTIIADPSTKAEVQAR
ISQIKKDLSETDNANLSRKLSERIAKLLGGVAVIKVGAHTELELEDRKLRIEDAKN
ATFAAISEGIVPGGGATYVHLLDMIPTIRNSMKDLDEQIGADIVAKALIEPAKSIAT
NAGIDGDIVVQKTRTHDWRTGYNAMTGMYEDLLNAGVADPSRVARCALQSAVS
VAGVVLTTQAILVDKIKKPKPAVPYIPGITP

MHAPVLVLQDSLKRESGAKVRYAVIQAAKAVADVVRTTLGPRSMLKMLLDAQG
GIVVTNDGNAILRELDLAHPAAKSMIELSRTQDQEVGDGTTSVIILAGEMLHVAD
AFIDKIHPTVICRAYTKALEDAIAVLDKIAMPIDAQDRGIMLGLVKSCIGTKFTGQ

FGDLIADLAIDATATVGVEIGQGLRDVDIKNYIKVEK VPGGQLEDSRVLKGVMIN
KDVVAPGKMRRKIVNPRIILLDCPIEYKKGENQTNAELLKEEDWNLLLKMEEEY]
EEMCMQILKFKPDVVITEKGLSDLACHYLSKHGVSAIRRLRKTDNNRIAKACGA

VIVNRPDELQESDVGTGAGLFEIKKIGDEYFAYIVDCKDPKACTVLLRGASKDLL

NEVERNLQDAMSVARNIIKNPKLVPGGGATELTVSAALKQKSSSIEGIEKWPYEA

AAIAFEAIPRTLAQNCGVNVIRTMTALQGKHANGENAWIGIDGTTGSITDMKERK
IWDAYNVKAQAFKTAIEAACMLLRIDDIVSGIKKKQAPGASGSSKPKIETEADAD
NEQILPD

MSLRVLNPNAEVLNKSAALHMTINAAKGLQDVLKTNLGPKGTIKMLVGGAGDI
KLTKDGNTLLKEMQIQNPTAIMIARTAVAQDDASGDGTTSTVIFIGELMKQSERYI
DEGMHPRVLVDGFDIAKRATLQFLEKFKTPVVMGGEPDKEILKMVARTTVRTKL
YESLADQLTDIIVNAVLCIRKPEEDIDLFMVEIMHMRHKFDVDTRLVEGLVLDHG
SRHPDMKRRAENCYILTCNVSLEYEKSEVNAGFFYSNAEQREAMVAAERRQVD
ERVKKIIELKNKVCSDNDSNFVVINQKGIDPPSLDLLAREGIIALRRAKRRNMERL
VLACGGEAVNSVDDLTPDCLGWAGLVYEHVLGEEKY TFIENVKNPFSCTILIKGP
NDHTIAQIKDAVRDGLRAVKNTLEDESVVLGAGAFEVAARQYLINEVKKTVEGR
AQLGVEAFADALLVVPKTLAENSGLDTQDVIHALTGEHDKGNIVGLSLNTGEPIDP
AMEGIFDNYSVKRQIINSGPVIVSQLLVVDEVIRAGRNMRKPT

MAIDRIFKDEASEEKGERARMASFVGAMAIADLVKTTLGPKGMDKILQSTGRGR
EVTVTNDGATILKSLHIDNPAAKVLVDISKVQDDEVGDGTTSVVVLAGELLREAE
KLVAAKIHPMTIISGFRMAAECARNALLEKVVDNKADSEKFRSDLLNIAMTTLSS
KILSQDKEHFAKLAVDAVMRLKGSTNLESIQIKKPGGSLKDSFLDEGFILDKKIGI
GQPKRIENAKILVANTAMDTDKVKIYGARVRVDSMARVAQIETAEKEKMREKVQ
KIIGHGINCFVNRQLIYNFPEELFADAGILAIEHADFDGIERLALVTGGEIASTFDNP
ESVKLGHCDLIEEIMIGEDKLIHFSGVAMGQACTIVLRGASHHVLDEAERSLHDA
LCVLSQTVNDSRVLLGGGWPEMVMAKEVDALAKKTPGKRSLAIEAFSRSLLAIP
THADNAGLDSAELISQLRAEHHQEGCTAGIDVISGSVGDMAERGICEAFKVKQA
VLLSSTEAAEMILRVDEITCAPRRREDRM




Transcript IDs

Gene Name

AA Sequence

Vigun062042300.1.p

Vigun06g042300.3.p

Vigun07g050000.1.p

Vigun07g166500.2.p

VuHSP60-9.1

VuHSP60-9.2

VuHSP60-10

VuHSP60-11.1

MACSPSPISSSFTFANPSSLPRPRNSVCCSLSPRAMAKELYFNHDGSATKKLLAGV
DMVAELLGVTLGPKGRNVVLPNKYGPPKIVNDGETVLKEIELEDPLENVGVKLV
RQAGAKTNDLAGDGSTTSVVLAHGLIREGTKVIAAGMNPVQIARGIEKTATALVS
ELSSMSREVEDHELADVAAVSAGNDYAVGNMISEALHKVGKRGVVTIETGKSTE
NSLEIVEGMQFDRGYLSPYFVNNRRKMTVELHNCKLLLVDKKITNPKELINILNN
SAKEKYPIVIVAEDIEQEALAPVIKNKLRGALKVAAIKAPAFGERKTHCLEDIAILT
GGTVIREDMGFTLEKATKDVLGSATKVVITKNSTLIVIDGSTRSLVEKRVHQLKK
LVENTVDKFPKKILNERIARLSGCIAIIQVGAQTQVELKDKQLRIEDALNATKAAI
DEGVVVGGGCSLLRLSKKVDAIKLLLDNEEQKIGAEIFRRALSYPARLIAKNAGV
NGNVVINKVLLEDNMNFGYNAAKDCYEDLMKARIMDPTKVVRCCIEHSASVAK
SFLTSNAVVIERKELQPITLPPRKAMMATPNLPISKDLAFSKPLPMSKDLAMSKGF
LPKGF

MACSPSPISSSFTFANPSSLPRPRNSVCCSLSPRAMAKELYFNHDGSATKKLLAGV
DMVAELLGVTLGPKGRNVVLPNKYGPPKIVNDGETVLKEIELEDPLENVGVKLV
RQAGAKTNDLAGDGSTTSVVLAHGLIREGTKVIAAGMNPVQIARGIEKTATALVS
ELSSMSREVEDHELADVAAVSAGNDYAVGNMISEALHKVGKRGVVTIETGKSTE
NSLEIVEGMQFDRGYLSPYFVNNRRKMTVELHNCKLLLVDKKITNPKELINILNN
SAKEKYPIVIVAEDIEQEALAPVIKNKLRGALKVAAIKAPAFGERKTHCLEDIAILT
GGTVIREDMGFTLEKATKDVLGSATKVVITKNSTLIVIDGSTRSLVEKRVHQLKK
LVENTVDKFPKKILNERIARLSGCIAIIQVGAQTQVELKDKQLRIEDALNATKAAI
DEGVVVGGGCSLLRLSKKVDAIKLLLDNEEQKIGAEIFRRALSYPARLIAKNAGV
NGNVVINKVLLEDNMNFGYNAAKDCYEDLMKARIMDPTKVCG

MNYEDGVGVGGLNPSTGSRFFQTLLFIFINPTHTLHFSLCLCTRCSIAAFSLLSLLI
FHIPIMYRFASSLASKARIARSGSKQVGSTLSWRRNYAAKDIKFGVEARALMLKG
VEELADAVKVTMGPKGRNVVIEQSFGGPKVTKDGVTVAKSIEFNDKVKNIGASL
VKQVANATNDVAGDGTTCATVLTRAIFTEGCKSVAAGMNAMDLRRGISMAVDA
VVTNLKSRARMISTSEEIAQVGTISANGEREIGELIAKAMEKVGKEGVITISDGKT
LYNELEVVEGMKLDRGYISPYFITNDKNQKCELEDPLILIHEKKISSINAVVKVLE
LALKRQRPLLIVAEDVESDALATLILNKLRAGIKVCAIKAPGFGENRKSGLQDLA
VLTGGALITEELGLKLEKVDLDMLGTCKKITISKDDTVILDGAGDKKAIEERCEQI
RSAIENSTSDYDKEKLQERLAKLSGGVAVLKIGGASEAEVGEKKDRVTDALNAT
KAAVEEGIVPGGGVALLYASKELDKLQTANFDQKIGVQIIQNALKTPVLTIASNAG
VEGAVVVGKLLEQGDNDLGYDAAKGEYVDMVKSGIIDPLKVIRTALVDAASVSS
LMTTTEAVVSELPKDDKDTPAMAGGMGGMGY
MQSPILVLKDSLKRESGTKAQHANIHAAKAVADIIRTTLGPRSMLKMLLDAAGGI
VVTNDGNAILREIDLAHPAAKSMIELSRTQDEEVGDGTTSVIILAGEMLHVAEALI
DKSYHPTVICRAYNKALEDAIAVLDKIAMPIDAKDRGTMLGILKSCIGTKFTSQF
GDLIADLAIDATTTVDIDLGLGLRDVDIKNYIKVEKVPGGQLEDSRVLKGVMINK
DVISPGKMKRKIVNPRVILLDCPLEYKKGENQTNAELLKEEDWRLLLRMEEEYIE
ELCMQILRFKPDLVITEKGLSDLACHFLSKHGVSAIRRLRKTDNNRIAKACGAVIV
NRPDELQESDVGTGAGLFEVKKIGDEFFAFIVECKDPKACTVLLRGASKDLLNEV
ERNLQDAMSVARNIIKNPKLVPGGGATELTVSATLKQKSLSVQGIEKLLPLLLRRS
PVLWHKIGSKCHPHYDRTARKTCKWRKCVDWHKWKYWGHH




Transcript IDs

Gene Name

AA Sequence

Vigun07¢166500.4.p

Vigun07g166500.5.p

Vigun07g166500.7.p

Vigun07g185200.1.p

Vigun08g177100.1.p

VuHSP60-11.2

VuHSP60-11.3

VuHSP60-11.4

VuHSP60-12

VuHSP60-13

MAKLKTNPHIVSFQSCSSSSCQLSNASNMIDVYQAVADIIRTTLGPRSMLKMLLD
AAGGIVVTNDGNAILREIDLAHPAAKSMIELSRTQDEEVGDGTTSVIILAGEMLH
VAEALIDKSYHPTVICRAYNKALEDAIAVLDKIAMPIDAKDRGTMLGILKSCIGTK
FTSQFGDLIADLAIDATTTVDIDLGLGLRDVDIKNYIKVEKVPGGQLEDSRVLKG
VMINKDVISPGKMKRKIVNPRVILLDCPLEYKKGENQTNAELLKEEDWRLLLRM
EEEYIEELCMQILRFKPDLVITEKGLSDLACHFLSKHGVSAIRRLRKTDNNRIAKA
CGAVIVNRPDELQESDVGTGAGLFEVKKIGDEFFAFIVECKDPKACTVLLRGASK
DLLNEVERNLQDAMSVARNIIKNPKLVPGGGATELTVSATLKQKSLSVQGIEKWP
YEAAAIAFEAIPRTLAQNWE

MQSPILVLKDSLKRESGTKAQHANIHAAKAVADIIRTTLGPRSMLKMLLDAAGGI
VVTNDGNAILREIDLAHPAAKSMIELSRTQDEEVGDGTTSVIILAGEMLHVAEALI
DKSYHPTVICRAYNKALEDAIAVLDKIAMPIDAKDRGTMLGILKSCIGTKFTSQF
GDLIADLAIDATTTVDIDLGLGLRDVDIKNYIKVEKVPGGQLEDSRVLKGVMINK
DVISPGKMKRKIVNPRVILLDCPLEYKKGENQTNAELLKEEDWRLLLRMEEEYIE
ELCMQILRFKPDLVITEKGLSDLACHFLSKHGVSAIRRLRKTDNNRIAKACGAVIV
NRPDELQESDVGTGAGLFEVKKIGDEFFAFIVECKDPKACTVLLRGASKDLLNEV
ERNLQDAMSVARNIIKNPKLVPGGGATELTVSATLKQKSLSVQGIEKWPYEAAAI
AFEAIPRTLAQNWE

MFQFHPSQKAVADIIRTTLGPRSMLKMLLDAAGGIVVTNDGNAILREIDLAHPAA
KSMIELSRTQDEEVGDGTTSVIILAGEMLHVAEALIDKSYHPTVICRAYNKALED
ATAVLDKIAMPIDAKDRGTMLGILKSCIGTKFTSQFGDLIADLAIDATTTVDIDLGL
GLRDVDIKNYIKVEKVPGGQLEDSRVLKGVMINKDVISPGKMKRKIVNPRVILLD
CPLEYKKGENQTNAELLKEEDWRLLLRMEEEYIEELCMQILRFKPDLVITEKGLS
DLACHFLSKHGVSAIRRLRKTDNNRIAKACGAVIVNRPDELQESDVGTGAGLFE
VKKIGDEFFAFIVECKDPKACTVLLRGASKDLLNEVERNLQDAMSVARNIIKNPK
LVPGGGATELTVSATLKQKSLSVQGIEKWPYEAAAIAFEAIPRTLAQNWE

MYRFATSLASKARIARSSTQQIGSRVSWSRNYAAKDIKFGVEARALMLKGVEEL
ADAVKVTMGPKGRNVVIEQSFGAPKVTKDGVTVAKSIEFKDKVKNIGASLVKQV
ANATNDVAGDGTTCATILTRAIFTEGCKSVAAGMNAMDLRRGINMAVDAVVTNL
KSRARMISTSEEITAQVGTISANGEREIGELIAKAMEKVGKEGVITISDGKTLYNEL
EVVEGMKLDRGYISPYFITNQKNQKCELEDPLIITHEKKISSINAIVKVLELALKRQ
RPLLIVAEDVESDALATLILNKLRAGIKVCAIKAPGFGENRKSGLQDLAVLTGGQL
ITEELGLNLEKVDLEMFGSCKKITISKDDTVILDGAGDKKAIEERCEQIRSAIENST
SDYDKEKLQERLAKLSGGVAVLKIGGASEAEVGEKKDRVTDALNATKAAVEEGI
VPGGGVALLYASKELDKLQTANFDQKIGVQIIQNALKTSVHTIASNAGVEGAVVV
GKLLEQDNPDLGYDAAKGEYVDMVKSGIIDPLKVIRTALVDAASVSSLMTTTEA
VVSELPKDDKDVPAMGGGMGGMDY
MSAMLQPQILLKEGTDTSQGKPQLVSNINACTAVADVVRTTLGPRGMDKLIHDD
KGAVTISNDGATIMKLLDIVHPAAKILVDIAKSQDSEVGDGTTTVVLLAAEFLREA
KPFIEDGVHSQNLIRSYRTASTLAIEKIKELAVSIEGKSLEEKKSLLAKCASTTLSSK
LIGGEKEFFASMVVDAVIAIGNEDRLNMIGIKKVPGGTMRDSFLVNGVAFKKTFS
YAGFEQQPKKFLNPKILLLNVELELKSEKENAEIRLSDPSQYQSIVDAEWNIIYDK
LDKCVSSGAKVVLSRLAIGDLATQYFADRDIFCAGRVTEEDLKRVAAATGGTVQ
TSVNNIIDEILGTCEVFEERQVGNERFNIFNGCPSGQTATIVLRGGADQFIEEAERS
LHDAIMIVRRALKNSTVVAGGGAIDMEISRYLRQHARTIAGKSQLFINSYAKALE
VIPRQLCDNAGFDATDVLNKLRQKHALPSGEGAPYGVDIATGGIADSFANFVWE
PAIVKINAINAATEAACLILSVDETIKNPKSESAQGDAAASAMGRGRGGAFRGRG
RGMRR




Transcript IDs

Gene Name

AA Sequence

Vigunl0gl173100.1.p

Vigunl0g173100.2.p

Vigunllgl07100.2.p

Vigunllg128900.1.p

Vigunllgl39100.1.p

VigunL051601.1.p

VuHSP60-14.1

VuHSP60-14.2

VuHSP60-15

VuHSP60-16

VuHSP60-17

VuHSP60-18

MYRLARRVASSSIASPSAKNLVYGRVLSSRNFVSKDINFGVGARAAILQGVTQVA
DAVKVTMGPKGRNVIIERSRGNPRITKDGVTVAKSIKFKDKEKNVGADLVKQVA
KATNTAAGDGTTCATVLTQAILTEGCKSIAAGVNVMDLRNGINKAVDAVITDLKS
RALMISTPEEITQVGTISANGERDIGELIARAMEKVGKEGVITVVDGNTLDNELE
VVEGMKLTRGYISPYFITDQKTRKCELENPFILIHDKKISDINSLLKILELAVTKKR
PLLVVAEDVESDALAMLILNKHHAGLKVCAIKAPGFGDSRRANLDDLATLTGGE
VINEERGFSLDKVQPEMLGTARKVTVTIDDTIVLHGGGDKKAIEERCEQIRMTME
RSSAMFDKEKAQERLSKLSGGVAVFKVGGASEAEVGERKDRVTDALNATRAAV
EEGIVPGGGVALLYATKALDNLQTKNEDERRGVQIIQNALKAPTSTIVSNAGFDG
ALVHRKLLEQDDYNLGFDAAKGVYVDMVKTGIVDPLKVVRTALVDAASVSLLL
TTTEAAVVDNPYDKNKPPSRVPDMDDLDL

MSVLILSSRWPRLPTLLLETAILTEGCKSIAAGVNVMDLRNGINKAVDAVITDLKS
RALMISTPEEITQVGTISANGERDIGELIARAMEKVGKEGVITVVDGNTLDNELE
VVEGMKLTRGYISPYFITDQKTRKCELENPFILIHDKKISDINSLLKILELAVTKKR
PLLVVAEDVESDALAMLILNKHHAGLKVCAIKAPGFGDSRRANLDDLATLTGGE
VINEERGFSLDKVQPEMLGTARKVTVTIDDTIVLHGGGDKKAIEERCEQIRMTME
RSSAMFDKEKAQERLSKLSGGVAVFKVGGASEAEVGERKDRVTDALNATRAAV
EEGIVPGGGVALLYATKALDNLQTKNEDERRGVQIQNALKAPTSTIVSNAGFDG
ALVHRKLLEQDDYNLGFDAAKGVYVDMVKTGIVDPLKVVRTALVDAASVSLLL
TTTEAAVVDNPYDKNKPPSRVPDMDDLDL

MAIDRIFKDEASEEKGERARMASFVGAMAIADLVKTTLGPKGMDKILQSTGRGR
EVTVTNDGATILKSLHIDNPAAKVLVDISKVQDDEVGDGTTSVVVLAGELLREAE
KLVAAKIHPMTIISGFRMAAECARNALLEKVVDNKADSEKFGSDLLNIAMTTLSS
KILSQDKEHFANLDVDVVMRLKGNTNLESIQIIKKPGGSLKDSFLDEGFILDKKIG
IGQPKRIENAKILVANTAMDIDKVKIY GARVRVDSMARVAQIETAGKEKMREKVQ
KIIGHGINCFVNRQLIYNFPEELFADAGILAIEHADFDGIECLALVTGGEIASTFDNP
ESVKLGHCDLIEEIMIGEDKLIHFSGVAMGQACTIVLRGASHHVLDEAERSLHDA
LCVLSQTVNDSRVLLGGGWPEMVMAK

MAIDRIFKDEASEEKGERARMASFVGAMAIADLVKTTLGPKGMDKILQSTGRGR
EVTVTNDGATILKSLHIDNPAAKVLVDISKVQDDEVGDGTTSVVVLAGELLREAE
KLVAAKIHPMTIISGFRMAAECARNALLVKVVDNKDDSEKFRSDLLNIAMTTLSS
KILSQDKEHFASLAVDAVMRLKGSTNLESIQIIKKPGGSLKDSFLDEGFILDKKIGI
GQPKRIENAKILVANTAMDTDKVKIYGARVRVDSMARVAQIETAEKEKMREKVQ
KIIGHGINCFVNRQLIYNFPEELFADAGILAIEHADFDGIERLALVTGGEIASTFDNP
ESVKLGQCDLIEEIMIGEDKLIHFSGVAMGQACTIVLRGASHHVLDEAERSLHDA
LCVLSQTVNDSRVLLGGGWPEMVMAKEVDALAKKTPGKRSLAIEAFSRALLAIP
THHADNAGLDSAELISQLRAEHQKEGCTAGIDVISGSVGDMAERGICEAFKVKQA
VLLSSTEAAEMILRVDEIITCAPRRREDRM
MASANALSSASILRSPNRQSLARRVNQNGRVNYRQPNKRFAVKASAKEIAFDQSS
RAAMQAGIDKLADAVGLTLGPRGRNVVLDEFGSPKVVNDGVTIARAIELPDPME
NAGAALIREVASKTNDSAGDGTTTASVLAREINKLGLLSVTSGANPVSLKRGIDKT
VLGLVEELEKKARPVKGGDDIKAVASISAGNDELIGQMIAEAIDKVGPDGVLSIES
SSSFETTVEVEEGMEIDRGYISPQFVTNPEKLIVEFENVRVLVTDQKISAIKDIIPLL
EKTTQLRAPLLIIAEDVTGEALATLVVNKLRGILNVAAIKAPGFGERRKALLQDIA
IMTGAEFQATDLGLLIENTTVEQLGLARKVTVTKDSTTIHADAATKDELQARIAQI
KKELSETDSVYDSEKLAERIAKLSGGVAVVKVGAATETELEDRKLRIEDAKNATF
AAIEEGIVPGGGTALVHLSTHVPAIKDRLEDADERLGADIVQKALVAPAALIAQNA
GIEGEVVVEKIKNGEWEVGYNAMADRYENLVDAGVIDPAKVTRCALQNAASVA
GMVLTTQAIVVEKPKPKAPVAGAPQGLTV

MAAKDVKFSTDARDRMLRGVDILADAVKVTLGPKGRNVVIEKSFGAPRITRTDR
FENMGAQMLREVASKTNDLAGDGTTTATVLAQAIVREGSKAVAAGMNPMDLKR




Transcript IDs

Gene Name

AA Sequence

GIDLAVAAVIDDLKGHARKISANSEIAQEIGKILAEAMEKVGNEGVITVEEAKSLA
TELELRVELDDPYILIHEKKLSNLAALVPLLEKVIQSGRPLLITAEDVEGEALATLV
VNKLRGGLKVAAVKAPGFGDRRKAMLEDIAVLTAGNVVSEELGTKLENITVEML
GRAKKVTIDKDNTTIIDGAGQRSEIDSRAAQIRRQIEDTTSDYDREKLQERLAKL
AGGVAVVRVGGATEVEVKEKKDGHPAGGGVALLRALKALDGVTPANDDQKAG
VDIVRRALQAPARQIVANAGDDASYVVGKVLEKTDYNWGFNAATGEYQDLVQ
AGVLDPVKVVRTALQDAASVASLLITTEALIAEAPEGGEGAGPGNGLLTSIQAKG
VARDDLPAAAAHAAGRRDDLEILAAKHGAVDVVLVRRRGAIGRSVEVADQHGV
AGAGHETRDVINQLLARLGPVLLLEEVESPLLGRVVFEHVEAWQAEVRLAAVLM
QDVVVDLAGSIVVGEMDQPVAPSLRVCDRERADIARAIVERLEHDALCRAQPRL
VADDAVDGAQVAGIDTKVANLALHQVGVGSA

Note: The gene was named based on its homology to HSP60 genes from Arabidopsis thaliana and its chromosomal
position. We achieved these results utilizing data from the Phyosome v13 database and the TBtools-II program. The

letters AA stand for amino acids.



