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Figure S5 The correlation analysis of taro cormel phenotype, starch content and phytohormone levels between candidate gene
expression levels. The Pearson correlation coefficients are colored in red and blue for high and low coefficient between two
indexes. The cycle size represented the significance level. * indicates that the coefficients were significantly enriched at 0.05
level. ** indicates that the coefficients were significantly enriched at 0.01 level. *** indicates that the coefficients were

significantly enriched at 0.01 level.



