GO:0009579 thylakoid A

G0:0009534 chloroplast thylakoid 4
GO0:0031976 plastid thylakoid 1

G0:0009535 chloroplast thylakoid membrane 1
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G0:0034357 photosynthetic membrane A
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GO:0009523 photosystem II 4
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GO:0009507 chloroplast 1
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GOterm

G0:0031984 organelle subcompartment 1

Supplementary Fig. S1: Cellular component (CC) category of GO functional enrichment analysis
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