Supplementary Data Fig. SS. cis elements analysis in proSIRLKSS.
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Supplementary Data Fig. S5 cis-elements analysis in SIRLK55 promoter.
Transcription factor binding sites of proSIRLK55 were predicted by
PlantRegMap (https://plantregmap.gao-lab.org/). Different coloured
boxes represent different binding motifs.



