Supplementary Data Fig. S2. Generation of S/IRLK55 mutants via
CRISPR/Cas9-based approach.

a
SIRLKSS (Solyc03g124050)

1 163 284 820 891 1632 1711 2606

b T

M82 TGAATCACATTTGTATCGTCTCAACCGGAC(N8I)TAAAGGAAAAGAGGTACTCGGGTCTTGGGTT
slrik55-cr-1 TGAATCACATTTGTATCGTCTCAACCGGAC(N89)TAAAGGAAAAGAGGT TCTTGGGTT -7 bp

TAAAGGAAAAGAGGTACTCGGGTCTTGGGTTCCAT

TAAAGGAAAAGAGGT-—-—-— -TCTTGGGTTCCAT

slrik55-cr-2 TGAATCACATTTGTATCGTCTCAACCGGAC(NSI)TAAAGGAAAAGAGGTACTCGGGTTCTTGGGTT +1 bp

TAAAGGAAAAGAGGTACTCGGG6T CTTGGGTTCCA

TAAAGGAAAAGAGGTACTCGGGTTETTGGGTTCCA

>M82
MPQIDGVLLWLGKGRMMTEVEDAGLSPVTFACSSSSSSSLRRSLLIIFLLVVSLITFVSSQPDDDDDHHY VP
DAKSSSEALFNFKSSLSTSSGKGKEVLGSWVPSTSPCTGDNANWLGVICLEGDVWGLQLENLDLSGEIDID
SLLPLHFLRTLSFMNNNFKGPMPDWNKLFALKSLYLSNNNFSGQIPDDAFKGMIYLKKLYLANNQFTGNI
PTSLATSCPRLFDLTLQNNKFTGSIPDFRGGVLKLLNVSNNQLDGPIPPSLSLMDPTAFAGT*

>slrik55-cr-1
MPQIDGVLLWLGKGRMMTEVEDAGLSPVTFACSSSSSSSLRRSLLIIFLLVVSLITFVSSQPDDDDDHHY VP
DAKSSSEALFNFKSSLSTSSGKGKEVLG *

>slrlk55-cr-2

MPQIDGVLLWLGKGRMMTEVEDAGLSPVTFACSSSSSSSLRRSLLIIFLLVVSLITFVSSQPDDDDDHHY VP
DAKSSSEALFNFKSSLSTSSGKGKEVLG *

Fig. S2 Generation of S/IRLKS55 mutants via CRISPR/Cas9-based
approach. (a) The schematic of the gene structure of SIRLKS55. The
exons and introns are indicated as black boxes and black lines,
respectively. (b) The gRNA sequences and gene editing results are listed
in the diagram. Two independent single-guide RNAs (sgRNAT1 and
sgRNA2) were labeled with black lines. (¢) Alignment of the amino acid
sequences of SIRLKS55 of M82, sirik55-cr-1 and slrik55-cr-2. The
frameshifted sequences of slrik55-cr-1 and slrik55-cr-2 were
highlighted in grey.



