a

>SmKRP1
MGKYIRKAKKAGDVSPLGVLTRAKALALNGGDGGSYLELRSRRLVKPFTVLEGRRQKNGV
SKNPNLVNPNPTKIPNVCVNSEEKESL.GAKEMENT KEKEKSCCGPEDSFGENLLEEGRKR
TTRESTPCSLIRDSDNIPTPGSSTRRINANVANSGVVPNSTQATMPTSREMDEFFARAEA
KQQRRFIEKYNFDPVNDKPLPGRFEWVKVDP

|Query protein|Predicted location(s)|
[ smkrP1 | Nucleus.

>SmKRP2
MGKYLRKPRNTGDVVVMEPSLGVRTRARTLALQSSDSCYLQLRSRRLYKPSTTPHQSITQ
KLDVNHFEPRDSTRETTPCSMVREVDSMVNPGSATRRTELNTTQRRRNFILRNIPSAHET
EEFFTFAEQQQQRLFMDKYNFDVANDLPLSGRYEWIRVNH

|Query protein|predicted location(s)|
[ smkrP2 | Nucleus. ‘

>SmKRP3
MGKYIRKGKTKKAGEVVAVLDVSSFGVITRAKTLALQKSTSGGGGGGGGGSGDGGCYLQL
RSRRLEKPLVGFEKKRRKHPLKESNRSLRVREMKGQSWNSGDGEGEEEKKEETQNEANNN
GSCEGENLLEGRNTRESTPCNLIRDADNIQTSSSSIRPNNASEANGGGPHSPQLVIPTEQ
ELSRVFRTNEKQQQKEFMEKYNFDVVNDKPLPGRYKWVKIDD

|Query protein Predicted location(s)|
| SmKRP3 | Nucleus. |

>SmKRP4
MKASMGEFLKKCEKIRAGRKVTEDENGGLRVRDNDLEVTSSLTSSTKRRKFDDSVIDVDE
SENSTSPAASVTSVHIPTNSQCSSCNEPGEVMMKTVFKSLDLKVRLNQAEEFETDNSASF
NGAFSSENFKPIDQLNPPSEHCGDSEDMESSSTTTKKS YSDASAHRKQPPASKVPPEAET
EEFF: JKIFAEKYNYDIVKDTPLEGRY QWVSLKP

HQuery protein|Predicted Iocation(s)H

[ SmkrP4 | Nucleus.
>SmKRP5
MIYEQRIKEVTITEVSDVPKKRKICDHFRLKSHNGVADMPPGISVSPAVSSTSCCSSYSK.
[FLDLDENGVEVTEKKKMSSPK PEVKKT EAFF

|ARHQKERLKRFREKYNFDFEKEEALEGRYKWVQIHEN

- Plant-mPLoc Computation Result -----

\Query protein|Predicted location(s)|
| SmKRP5 | Nucleus. |

query :

TRAKAL

KEKEKSCCGPEDSFGENLLEEGRKR
TTRESTPCSLIRC Q
KQQRRFIEKYNFDPVNDKPLPGRFEWVKVDP

Final results predicted by INSP

MGKYIRKAKKA 1 n 093245
ELRSRRLVKP 38 a7 093867
query

MGKYLRKPRNTGD ALQSSDSCYLC TPHQSITQ

KU TQRRRNFILRNIPSAHEI

TRC
EEFFTFAEQQQQRLFMDKYNFDVANDLPLSGRYEWIRVNH

Final results predicted by INSP

MGKYLRKPRNTGDV 1 14 094133
query:

M DVSSFGVLTRAKTLAL QL

RSRRL KESNRSLRVREM
GSCEGENL QLVIPTEQ

I resuts i cted i INsp

MGKYIRKGKTKKAGEV 1 16 093759
'SGDGGCYLQLRSRRLEKPLVGFEKKRRKHPLKES

NRSLRVREMKGQSWNSGDGEGEEEKKEE o1 112 097367
query:

MKASMGEFLKKC DSVTDVDF

QCSSC!

T
EEFFAAAEKREQKIFAEKYNYDIVKDTPLEGRYQWVSLKP

Final results predicted by INSP

LKKCEKIRAGRKVTE 9 093613
SSTKRRKFDDS a4 095657
query

MIYEC DHFRLF CSSYSK

FLDLDENGVE!

ARHQKERLKRFREKYNFDFEKEEALEGRYKWVQIHEN

Final results predicted by INSP

SDVPKKRKICDHFRLKSHN 16 34 096029

FFARHQKERLKRFREKYN 119 136 092764




