ZAASC4101   ATGGCGGATCTTAAGGCACCGCTTGTGAGGCCAAAGAGGAAGAAGACATGGGTCGATTACTTCGTCAAGT  70

ZAASJ1401   ATGGCGGATCTTAAGGCACCGCTTGTGAGGCCAAAGAGGAAGAAGACATGGGTCGATTACTTCGTCAAGT  70

ZAASC4101   TCAGATGGATCATCGTCATATTCGTCGTCCTCCCAATCTCAGCCACACTCTACTTCCTCATCTACCTCGG  140

ZAASJ1401   TCAGATGGATCATCGTCATATTCGTCGTCCTCCCAATCTCAGCCACACTCTACTTCCTCATCTACCTCGG  140

ZAASC4101   CGACATGTACTCAGAGTCCAAATCCTACGAGCAGCGCCGCAAGGAACACGACGAGAACGTCCTGAAAGTC  210

ZAASJ1401   CGACATGTACTCAGAGTCCAAATCCTACGAGCAGCGCCGCAAGGAACACGACGAGAACGTCCTGAAAGTC  210

ZAASC4101   ATCAAACGCCTCAAGCAGAGGAACGCAGCCAAGGACGGGCTCGTCTGCACCGCACGCAAGCCCTGGATCG  280

ZAASJ1401   ATCAAACGCCTCAAGCAGAGGAACGCAGCCAAGGACGGGCTCGTCTGCACCGCACGCAAGCCCTGGATCG  280

ZAASC4101   CCGTGGGGATGAGGAACGTCGACTACAAGAGAGCTCGCCACTTCGAGGTCGACCTGGGGGAGTTCCGCAA  350

ZAASJ1401   CCGTGGGGATGAGGAACGTCGACTACAAGAGAGCTCGCCACTTCGAGGTCGACCTGGGGGAGTTCCGCAA  350

ZAASC4101   CATCCTAGAGATCAACAAGGAGAAGATGATCGCTAGAGTCGAGCCTCTTGTCAACATGGGACAGATCTCT  420

ZAASJ1401   CATCCTAGAGATCAACAAGGAGAAGATGATCGCTAGAGTCGAGCCTCTTGTCAACATGGGACAGATCTCT  420

ZAASC4101   CGCGCCACCGTCCCCATGAACCTCTCTCTGGCTGTCGTCGCTGAGCTGGACGATCTCACCGTTGGTGGAC  490

ZAASJ1401   CGCGCCACCGTCCCCATGAACCTCTCTCTGGCTGTCGTCGCTGAGCTGGACGATCTCACCGTTGGTGGAC  490

ZAASC4101   TCATTAACGGATACGGTATTGAAGGAAGCTCTCACCTCTACGGTCTCTTTGCAGACACTGTTGAGGCTTA  560

ZAASJ1401   TCATTAACGGATACGGTATTGAAGGAAGCTCTCACCTCTACGGTCTCTTTGCAGACACTGTTGAGGCTTA  560

ZAASC4101   CGAGATTGTCCTAGCTGGTGGGGAGCTTGTACGTGCCACTAGAGATAATGAGTATTCAGATCTTTTCTAC  630

ZAASJ1401   CGAGATTGTCCTAGCTGGTGGGGAGCTTGTACGTGCCACTAGAGATAATGAGTATTCAGATCTTTTCTAC  630

ZAASC4101   GCGATCCCTTGGTCGCAAGGAACTCTTGGACTCCTTGTTGCTGCTGAGATCAGGCTTATACCGGTTAAGG  700

ZAASJ1401   GCGATCCCTTGGTCGCAAGGAACTCTTGGACTCCTTGTTGCTGCTGAGATCAGGCTTATACCGGTTAAGG  700

ZAASC4101   AGTACATGAGGCTCACTTACATACCGGTCAAGGGAGATCTTCAGGCCTTAGCACAAGGCTACATGGACTC  770

ZAASJ1401   AGTACATGAGGCTCACTTACATACCGGTCAAGGGAGATCTTCAGGCCTTAGCACAAGGCTACATGGACTC  770

ZAASC4101   TTTCGCGCCCAAAGATGGAGACGAGTCAAAGATCCCTGACTTTGTCGAAGGCATGGTTTATAATCCGACA  840

ZAASJ1401   TTTCGCGCCCAAAGATGGAGACGAGTCAAAGATCCCTGACTTTGTCGAAGGCATGGTTTATAATCCGACA  840

ZAASC4101   GAAGGTGTGATGATGGTTGGGACATACGCGTCTAAGGCAGAAGCCAAGAAGAAAGGGAACAAGATCAACA  910

ZAASJ1401   GAAGGTGTGATGATGGTTGGGACATACGCGTCTAAGGCAGAAGCTAAGAAGAAAGGGAACAAGATCAACA  910

ZAASC4101   ATGTGGGATGGTGGTTCAAGCCGTGGTTCTACCAACACGCGCAGACCGCGTTGAAGAAGGGGCAGTTTGT  980

ZAASJ1401   ATGTGGGATGGTGGTTCAAGCCGTGGTTCTACCAACACGCGCAGACCGCGTTGAAGAAGGGACAGTTTGT  980

ZAASC4101   TGAGTACATCCCAACGCGTGAGTACTATCACAGGCACACGAGGTGTTTGTACTGGGAAGGGAAGCTTATC  1050

ZAASJ1401   TGAGTACATCCCAACTCGTGAGTACTACCATAGGCACACGAGGTGTTTGTACTGGGAAGGGAAGCTTATC  1050

ZAASC4101   CTTCCTTTTGGTGATCAGTTTTGGTTTAGGTTTCTCCTTGGTTGGTTGATGCCTCCAAAGGTGTCTCTTC  1120

ZAASJ1401   CTTCCTTTTGGTGATCAGTTTTGGTTTAGGTTTCTCTTCGGTTGGTTGATGCCTCCAAAGGTGTCTCTTC  1120

ZAASC4101   TCAAGGCTACTCAAGGTGAAGCTATTAGGAACTATTACCATGATATGCATGTTATTCAGGACATGCTTGT  1190

ZAASJ1401   TCAAGGCTACTCAAGGTGAAGCTATTAGGAACTACTACCATGATATGCATGTTATTCAGGACATGCTTGT  1190

ZAASC4101   TCCTCTTTACAAGGTCGGTGATGCTCTTGAATGGGTCCACAACGAAATGGAGGTGTATCCCATTTGGCTT  1260

ZAASJ1401   TCCTCTTTACAAGGTCGGTGATGCTCTTGAATGGGTCCACAACGAAATGGAGGTGTATCCCATTTGGCTT  1260

ZAASC4101   TGCCCACACAAACTCTACAAGGCACCAATCAAACAACAGATTTACCCTGAACCAGGGTTTGAGTATGAGA  1330

ZAASJ1401   TGCCCACACAAACTCTACAAGTCACCAATCAAACAACAGATTTACCCTGAACCAGGGTTTGAGTATGAGA  1330

ZAASC4101   AGAGACAAGGAGACACGGATGATGCTCAGATGTACACTGACGTTGGAGTCTACTACGCGCCGGGTCCTGT  1400

ZAASJ1401   AGAGACAAGGAGACACGGAAGATGCTCAGATGTACACTGATGTTGGAGTCTACTACGCGCCGGGTCCTGT  1400

ZAASC4101   CCTAAGAGGTGAAGAGTTTGATGGTTCAGAAGCTGTGCGTAAGATGGAGAAGTGGCTGATTGGGAACCAT  1470

ZAASJ1401   CCTAAGAGGTGAAGAGTTTGATGGTTCAGAAGCTGTGCGTAAGATGGAGAAGTGGCTGATTGAGAACCAT  1470

ZAASC4101   GGGTTCCAGCCTCAGTATGCAGTCTCTGAGCTCGATGAGAAGAGTTTCTGGAGGATGTTTGATGGTGACT  1540

ZAASJ1401   GGGTTCCAGCCTCAGTATGCAGTCTCTGAGCTCGACGAGAAGAGTTTCTGGAGGATGTTTGATGGTGACT  1540

ZAASC4101   TGTACGAGCATTGCCGCAAGAAGTACAGAGCTGTCGGAACGTTCATGAGTGTTTACTACAAGTCTAAGAA  1610

ZAASJ1401   TGTACGAGCATTGCCGCAAGAAGTACAGAGCTGTCGGAACGTTCATGAGTGTTTACTACAAGTCTAAGAA  1610

ZAASC4101   AGGAAGGAAGACTGAGAAAGAAGTTAGAGAAGCAGAGCAAGCTCATCTTGAAACAGCTTATGCTGAAGCA  1680

ZAASJ1401   AGGAAGGAAGACTGAGAAAGAAGTTAGAGAAGCAGAGCAAGCTCATCTTGAAACAGCTTATGCTGAAGCA  1680

ZAASC4101   GATTAA  1686

ZAASJ1401   GATTAA  1686

Supplemental Fig. S1: Coding sequence differences of BolC1t04399H between parental lines.
