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>TRINITY_DN17030_c0_g1_i2 (StCYP77A) nt 
GCAAGAGATTGAAGAAAAATGTCACACTTGAATTTCCAGAAAATGTATAACATAAAATCA 
TAATAAAAAGGATGAAATCTAATTTCGAGCTATCATCTCATCTCATTTCATCCGGTATAT 
GCATCAACTTTGCCACAATTGATAACATCGATTAAAATCGAAAATTAAACCCATGTCATA 
AATTATAATGGAAAAATAAAGCATGCAAACAAATTAAAGCAAGGCATTTGAGATTTAAGA 
TTGAAGACGAACCAAGTGCTTGCATCTTTGGATCAACCCCTTTGATTAATTTTAATGATT 
CAATTCAAACCGTTGATTTGCGAGGCTTAATCGTAGCCCTTAATGGGTTCTTCATGACCA 
CAGTGAACTCCAATTTTTCAGTGAAATCCACTTTACTTCCTTCAGGAAATGCACGCCACT 
CAAATTCCTGAACCATCCTTGCGATGATCAATTGTAAGTGGATGGTTGCCATCGCTAGAC 
CCGGGCAGATCCGACGACCCGCCCCGAACGGGATCATCTTGATCCCGGTCACCCCGGTTA 
TGTCGGCGTCCTCCTGACCCGATATGAACCGATCTGGATTGAACTTACGGGGGTCCGACC 
ACAGCTTCGGGTCCTCGGATATGCCCGGGAGGAAAAGCTCCACGCTGCAATTGGTCGGGA 
TGTCGTAGCCCCCCAGGGTGGCGGGCTCCGTCACCGCATGGGTCAGGGAGAAGTACGTGG 
GGGGGTGTTTTCTTAACAATTCCTTCACAAATGCATGCAAGTATGGCATTTTGTCGAGGT 
CCTTCTCCTCGATGGGCCGCGGGCCGGCAACGGTCTGGATCTCGTCGTAGAGCCGGGCTT 
GGATGCTCGGGTTCTCGATGAACCGGCCCACGGCCCACTCCACGGCTGTGGCTGTGGTGT 
CGGTCCCCCCGTTGAGGAACTCTGAGCACAGGGTCACGAGCTCGCCGTCCGAAGGGGCCG 
ACTTCCGCCCCTCAACCTTGACCTCGAACAGGGTGTCTAGGTACGAGAATGGCGCGGCCG 
CTGGGTCAGACCCAAGCCCGGCTCGAATGAAGGCCCGACGCTTCTCGATAAGCGGCACCA 
GTGTTTCAATTTGCTGCTTTCTGACCTCCATGGCTTGCTTCCTTTGCTTGGAGAAAAATG 
GCCCTAAAATTGGGAGAAAATCGTCTATTCTCGGGTCTAGGGTGATCAGCACGACCTTCA 
TCATATGAACGATCTTCTCAATTGTCTCTTCACTCATGTCCAACCCAAAACACATTCTCA 
AAAGAATACAAAACACAGCAAATCTGACATTCTTCAAAACAGAGACGACGCCATTATTAG 
CATCAGCCTCGGCCTTGATCTTTGCAATGAGTTTATCCATGGCGTTGTCTCTGACACCCT 
TGAACTCCTTTAGCCGGGAAGAACTTAATCCGTTCTGGACTAAGTTCTTCCTAAGGGACC 
GCCACACCGGGCCGTAAAGGGCTGCGTTGACAGTGAACTTGTTGGAACTGAAGACGGCCC 
GTGTGGCGTTCTCCGGTGGCCGGTTGGCGAACACGGGGCCTTTAAGGATAAGTGCCTCGT 
GCGCCAGCTGGGCACTGCTAATGATGACCATAGTGCGCGAGCCCATCTTCAGAGTGAAGA 
TGGGCCCGTAGGTGGGAAGTAGGTCCCTAACATACTCAAAGAAGGCCTTCCCCGAGTTGG 
CCACCTGGAATAGGTTCCCCACCACGGGCCATCCCGGGGGGCCAGGGGGGAGACCACGAG 
GGGGTTTGGACTTCTTGTACCGGTGCGAGACCAGTATGAGCAAGGACGAGATGGCCAAGG 
CTAGGGAGATGAAAATGAGGTGGTAGTACGAAGCAAAAGGAGAATTAGAACTAAATTCCA 
TGGTTATGATTCTAATGCGGAAGTTACGTGTAGATGAGAGAGAAAGGGAAGAAATGAAAG 
AACTGAACTGGAAGTAGTCGAAGAGGGTGGGGGGATGTGGGG 
 
>TRINITY_DN17030_c0_g1_i2 (StCYP77A) aa 
MEFSSNSPFASYYHLIFISLALAISSLLILVSHRYKKSKPPRGLPPGPPGWPVVGNLFQV 
ANSGKAFFEYVRDLLPTYGPIFTLKMGSRTMVIISSAQLAHEALILKGPVFANRPPENAT 
RAVFSSNKFTVNAALYGPVWRSLRKNLVQNGLSSSRLKEFKGVRDNAMDKLIAKIKAEAD 
ANNGVVSVLKNVRFAVFCILLRMCFGLDMSEETIEKIVHMMKVVLITLDPRIDDFLPILG 
PFFSKQRKQAMEVRKQQIETLVPLIEKRRAFIRAGLGSDPAAAPFSYLDTLFEVKVEGRK 
SAPSDGELVTLCSEFLNGGTDTTATAVEWAVGRFIENPSIQARLYDEIQTVAGPRPIEEK 
DLDKMPYLHAFVKELLRKHPPTYFSLTHAVTEPATLGGYDIPTNCSVELFLPGISEDPKL 
WSDPRKFNPDRFISGQEDADITGVTGIKMIPFGAGRRICPGLAMATIHLQLIIARMVQEF 
EWRAFPEGSKVDFTEKLEFTVVMKNPLRATIKPRKSTV 
 
>TRINITY_DN15394_c0_g1_i1 (StGDSL1) nt 
GGGATACTGATATTTCATGTTCCAATGAAAGATTGGTACAAATACAATAATGTTATGGAA 
TTATCAGTTTCAATCAATCTACATATTGTAATCAACAGCGTTGAATGTTGATGATTGGAC 
ACATACATACAAATAAAGCCAAATGAAAGAACATAAAGAGCCCATGCTGTATCGTGGGCT 
CACAGTCGAAGAAGTCAACGTTGACAGGTTACTGTTACACGTCAAAGATGAAACTATGCG 
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CTATTTATTTGACAAGGTACATAATCCCAATTTGGTACAGTAAAAGCCATGCACTTTTCA 
GAATCCTTTCAACTGTCCAGGGTACTACAACATGCCAAAAACATGGTATAGCTGAAACAA 
GGAATCAAATAAGGTACAATTGACTGAGATAACAAGAAGATATGGCAGTAACACTGTAAA 
ATATCACTTAACAAGATAAACCCTGCTTTAGAAGAATATGATCAACCGATGAGGGCAATG 
CCTGAAACGATAAGGGCATCGGCCAAGACCTGATTTGCAGCCTGGGTGGGATGAACGCTG 
TCCCAAAACACATACTGGGTGGAGTTACGGCAGGTTCCTATTGACTTGGGGTTGCACAAA 
AACGATGTTGTCTCTATAGTCCCTGTCCCACAGCATCCCCTTCCTGCCTCCGCGAATCCA 
GATGCAGAGGGATTTTGGATAAGATCATAGAGGGGCTTGTAAATGTCAAAAACAACAAGA 
GTAAGGCCAGGGAGCTTCTTGGTGAGCTGAGAGGCAGCCGAATTGAGCTTGTTGTTGAAG 
CCTTGGGCATCAGAGTTGATCCTGGAGACACAGCCAGGCTGATGGAAGCTGAAAAGGGTC 
ATTACGGCTGGAAGACAACCCAATGGGGGAAGTGAAGTCACCCCAATTTTTCTTGCTCCT 
AATCCATGCAATTCAGTGATGAAGTTGGAGAAAATTCCGGTGAGGTAGGAAGAGTACTGA 
TCAGGAGTGTAGACTTTGTTGAGAAAAGGGTTGACGTAATAATTCTGAGCAAAATCACTG 
CTTCCAAACCCAACAATGTATAGGGCGTCTTTTATTATTGATTGTGCCTTGCTTCTCCCT 
GCCACTTTTGCTAGCTTTCCTTGGTATTCCTTGTAGTAACTCAGTTGTTGTGACAATGAA 
ATTGCATGACTCAGAGCTGCAGTTCTTTCGTCATATCCTGAACCAGCAGAACCAAAATTG 
GCTCCAATGAGGAGGTTCTTTCCTGATGCTTGGGGGCTCAGATATGCAGGCGGGTATGTT 
GTGAACCCCAGAGTATCAGCAGTGAGATCAGTAGCTAATTTGCCATCGCAAAACCTGCCA 
GTAGGCTTGTGATTGATGAAATCCCTACCATAAGGAGGGTAATTAGCCTTGAAAAAAGTG 
GGAATATAGTCATTATTCCCCACATCCACAGCCGAGTCTCCAAATGTTATGATCGCAGGG 
ACTAAGGGCTGGGCATTGCCAACACTCGCAAAAGCAATTGCAAAGATCAAACCCAAAATC 
ACACCCTCAAGTAACTCCATCCCCATTGTGCCTGCAGTTTGCTTTTTAATTTTCTCTCAC 
TTTACACTTTAGCATGCATGGCATGGGTCCTGTTTGAGGTGTGAG 
 
>TRINITY_DN15394_c0_g1_i1 (StGDSL1) aa 
MGMELLEGVILGLIFAIAFASVGNAQPLVPAIITFGDSAVDVGNNDYIPTFFKANYPPYG 
RDFINHKPTGRFCDGKLATDLTADTLGFTTYPPAYLSPQASGKNLLIGANFGSAGSGYDE 
RTAALSHAISLSQQLSYYKEYQGKLAKVAGRSKAQSIIKDALYIVGFGSSDFAQNYYVNP 
FLNKVYTPDQYSSYLTGIFSNFITELHGLGARKIGVTSLPPLGCLPAVMTLFSFHQPGCV 
SRINSDAQGFNNKLNSAASQLTKKLPGLTLVVFDIYKPLYDLIQNPSASGFAEAGRGCCG 
TGTIETTSFLCNPKSIGTCRNSTQYVFWDSVHPTQAANQVLADALIVSGIALIG 
 
>TRINITY_DN23528_c1_g1_i1 (StABCG11) nt 
GTTCACGCATTACGACTGGTGGGTGAGGATGGTTGAACTCGATAAGTTGAGTTGGTTCCA 
TTTGTTGGGTGGGGGCTGAATGAAATTTATGGAGTGTCACACATCTTTTCGTATATTAGC 
AATGCATAAGACGTCTACCAGTGAAAACCAAATTAAAATAGACATTCCTTTGAGTTGAGA 
TAAAGCATATCACACATCTTCCCTGGATCAGTCATCAGTACATACGGACAATTACTTAAG 
ACTTGAAGAGTTGAGACAATCACCAGGCACTTACATCTCTGAACCCAAAAGGAAAATACA 
ATTTTCTACTGGTGATCAATTAAACTGAAAAAGAAGAAATGGTAAGAACAAAATAAATGC 
TGCCCGGCCTAAAATACTGTAATTAACTAAATCAGACACTTAAAAGTTCAACCCACATCA 
CTACTACACCTATAAAGTGTCTTTGCATACTACTTATCTGGCCCCTCCAGCTCTTGCTAA 
TTGCCATTAGCCTGGCGACGAGCCACATAAGCCCTTAGTGAGGGGGACTGCGCGAGGCGG 
TCAGGGGCGACAGTGGTGTTGCTTTGGTTGCGATTTTTGAGCTGAATTCTTCTTCTGGCA 
ATGTAGCCTCTGATCCAAGGGGTGACGTCCTCGTTGATCTTGATCATTAGGAAAAAGAAA 
ATGCGGTATATGATGATCATGCTGAAGATAACTGATAGATCTATCCATTTGGACCGGTGG 
ACATTGATTTGGAACACGTTCTCAAGAATGTATTCACCTGGGATCTTAGGAAGATCGGGT 
GACTGGTTGTCGAAAAGCAGACCCTCGAGGTCATTCTGGTATTGTCCCTGCAGAGCCCAA 
AAGTGGAAACTGATGTATGACATGGGGTAACGCCAAACTGGCTTTGGTATGTCATTGGGG 
AGCCGGAAGTACCCAGAAACGAGCATGAAAATCCCCTGGATTCCGGCACCAGTGATGATG 
CCCATGAGGAAATTGGGGACAACACTCGCAATGGCCATCATCAAGCTCTCAACGACGGTG 
ACACTGGCATAAAGACACAGCACAAAGAAGAGATAATGCTCGAACCCCGGGTGAAGGCGC 
ACCATGAAGTAACAAACTGTCCCCGAAATAAAGGTAATCAGTATCAGGAATGGCATTGCA 
GATATCGTGTTACTGATTACAAATGCGGTCACACCATAGTGCCCATTCATCCTTTCCCTT 
TGAAAAACCTTCATGTCTTCAACAAAGGACGGAAATCCACCAATAGACATGAATGTCACG 
AACCCAAATACGAAAGATGCACATGACCCCCTTGCCAGAATGGAGTTGTAACTGGTCCCA 
ACGTTCAGATAGATAGTCCCAATGCAGACAGTGACCACAACATAAATCACAAGCCTAAGC 



CAGTAATAACCAAAATCCCTTGACATGTTCACGAATGAACGCTTGGTTAAGGTAAACGCT 
TGCATTGGAAAGCTAGCCTGGCTTCCACCCGAATCTAGCACAGTTCCTTTTACTTTAGAT 
ATTTCCTCAACTCTCTGTCTAGCAGAGTAACTGTATTGTGATGTAGCATAGTAGTTGATC 
AGAGTTCGAGTTGCTTCAGCAGTACTAATCTTTTCCAGAGGATCATCGGTCGCCTCAAAT 
CGTAATTTCATGGAACCTTTGAGGGTAGCCTTGACTTTGTCAAAGTCAGAGTTGATACAC 
CTAAGGAAGTGATCAGAAGGGTTCCTCAAAGACGGGCAGGGGAAGCCAGCTTGAGCAAAA 
AACTCATATGCCTCTGAAGCTTGTCCAAAATAAACAGTCTTTCCTCCAGAAAGCAAGTAC 
AAGCGATCAAACAGCTCAAACACCTCACTGCTCGGTTGATGAATCGACGCAATAACGGTT 
CTTCCATCTCTTGATAATCCACGCAATGTCTGCGTTACAAAAAATGCTGATGCACTGTCA 
AGGCCACTGGTAGGCTCATCAAGAAAAAGCAATCTGGGTCTCATCAGGATCTCAAGGGCA 
ATGCTGACTCTTCTCTTCTCACCACCACTGATGCCCCTCAAATGCCAGTTTCCAACCATA 
GTGTCGGCGCAATCTTGAAGACCCATCTCAATTATGGTGCTTTCTATCAAGGCTTGCTTC 
TCTGACCATGGCATGTTGTCCGGTAGTCGAAGCCGAGCTGAGTAGGCTATTGTTTCCCTC 
ACTGTTAAGGTTCCAATCAAGGTGTCATCTTGAGTCACATATGCAGCAGTCCCAAAGGAG 
AGCTTGGTTTTATGGCCATTAAGAAGAATAGTCCCAGAGAGAAACGCATTGGCAGCAAGG 
CGGGAAGCGAGCGCATCAAGGAGGGTGGATTTTCCGGAGCCAGAGGGACCCATGAGTGCA 
GTGAAGGTACCAGGCTCGGCATAGCCGGTGAGCCCCTCGAGCACCTTCTGCGTCTCACCA 
TGACTGAGAGTGACTGTGACAGTCAGGTCCTTCCATGTAAGCCTAGCCGAGACATCGCCA 
ACGAGTTCGGTCATGGCTTTGTCTCGCCACAGAGTCTCACTCAGTGGGCTCAGACCACCC 
ATTACTGCCATGTGGTGGTTATTGTTTTGGTGTTGCTGTTGTTGTTGAGACTCTATCTCC 
ATCGTTGCCATGTTTTGCGAGGGTTTCATGGTGTGGGGAGGGTGAGAAGTGTGAAGGAGC 
AGGAGGAATAAGTAGTGTATGGGGAATTAAGAAGGTTTAGAGAGAGAAAGAGAGAGAGAA 
GAAGATGATGAGGAGAAGAGTTTTGTGAGTTTGACTGGGAGGGTGAGTTGGGTAGGAGGA 
AGGGGGTTGAAGGTAGTCAAGCCAGCAATTAACTGAATAAAATGCATGCGAAATGGCACA 
CATATGGGCAAGAGAGAGAGAGAGAGGTCGACCCTCATCATTTACATGAGCTTAGATTAA 
ATGTTTGAATTTTCAGACATCATAATAGTTAAGTGGTGGCTTCAAGTATTGTATTGTATT 
CTTCTCAATTCGTCTTATTTAAATTATTATTTTTTGGATTATTTGGAGCTGGAAATTCAT 
GTAATTAAAC 
 
>TRINITY_DN23528_c1_g1_i1 (StABCG11) aa 
MKPSQNMATMEIESQQQQQHQNNNHHMAVMGGLSPLSETLWRDKAMTELVGDVSARLTWK 
DLTVTVTLSHGETQKVLEGLTGYAEPGTFTALMGPSGSGKSTLLDALASRLAANAFLSGT 
ILLNGHKTKLSFGTAAYVTQDDTLIGTLTVRETIAYSARLRLPDNMPWSEKQALIESTII 
EMGLQDCADTMVGNWHLRGISGGEKRRVSIALEILMRPRLLFLDEPTSGLDSASAFFVTQ 
TLRGLSRDGRTVIASIHQPSSEVFELFDRLYLLSGGKTVYFGQASEAYEFFAQAGFPCPS 
LRNPSDHFLRCINSDFDKVKATLKGSMKLRFEATDDPLEKISTAEATRTLINYYATSQYS 
YSARQRVEEISKVKGTVLDSGGSQASFPMQAFTLTKRSFVNMSRDFGYYWLRLVIYVVVT 
VCIGTIYLNVGTSYNSILARGSCASFVFGFVTFMSIGGFPSFVEDMKVFQRERMNGHYGV 
TAFVISNTISAMPFLILITFISGTVCYFMVRLHPGFEHYLFFVLCLYASVTVVESLMMAI 
ASVVPNFLMGIITGAGIQGIFMLVSGYFRLPNDIPKPVWRYPMSYISFHFWALQGQYQND 
LEGLLFDNQSPDLPKIPGEYILENVFQINVHRSKWIDLSVIFSMIIIYRIFFFLMIKINE 
DVTPWIRGYIARRRIQLKNRNQSNTTVAPDRLAQSPSLRAYVARRQANGN 


