Table S25. Nucleotide sequences of the candidate reference genes.

Transcript ID
(Gene name)

Nucleotide sequence in fasta format

TRINITY_DN2606
4 cl g5i3
(StUBQ3)

> TRINITY_DN26064 cl_g5_i3 (StUBQ3)
ACCAGCAGAGGCTTATCTTTGCTGGGAAACAACTTGAGGATGGCCGCACCCTTGCTGACT
ACAACATCCAGAAGGAGTCCACCCTCCACTTGGTTCTCCGTCTCCGTGGTGGTATGCAGA
TCTTCGTCAAGACCCTCACTGGGAAGACTATCACCTTGGAGGTTGAGAGCTCTGACACCA
TCGACAATGTGAAAGCCAAGATTCAGGACAAGGAGGGAATTCCCCCAGACCAGCAGAGGC
TTATCTTTGCTGGGAAACAACTTGAGGATGGTCGCACCCTTGCTGACTACAATATTCAGA
AGGAATCAACCCTTCACTTGGTGCTCCGATTGAGGGGAGGCATGCAGATCTTTGTCAAGA
CCCTTACTGGTAAGACTATCACCTTGGAGGTGGAGAGCTCTGACACCATTGACAACGTCA
AGGCAAAGATCCAGGACAAGGAGGGCATCCCCCCAGACCAGCAGAGGTTGATTTTTGCTG
GAAAGCAGCTTGAGGATGGCAGGACTCTAGCGGATTACAACATCCAAAAGGAGTCCACTC
TCCACTTGGTGCTCCGTTTGAGGGGTGGTATGCAGATTTTTGTCAAGACCTTGACTGGGA
AAACCATCACTCTTGAGGTTGAGAGCTCTGACACAATCGACAATGTGAAGGCGAAGATTC
AGGACAAAGAGGGTATTCCGCCAGACCAGCAGAGGCTGATCTTTGCTGGTAAGCAACTTG
AGGATGGACGTACCTTGGCTGATTACAATATCCAGAAGGAATCTACCCTCCACCTTGTCC
TCCGTCTTCGTGGTGGTTTCTAAGTATTAAGGGTCATGGTGTCTGTGTGGATGTTTGAAA
AGTCCTTTGTGTCAAGTCATTGTGTCCTTGGTTTCCTTGTAAGAGTGAAGGGATTTAGTA
GTTGTGATGAACTCTGTTCAGTCTGGGTGTGTTTTGTGACGAAAGCATCTTTGTTTCAAG
TTTGAATTTGTACGAGTGCTACATTGCTCATGAACTCCTGAAGTTCTTGAGCCGGTAAAT
AAAATTGCTTTGTGTTTGCATTAAAATGGCTATTACTATTTGCTTATGAGCGGTATCTAA
TGTTTTTGCTCAGGGAAATAACTTACTTTTATTGACCATGCTACTGCTAGTATGAAACTT
GATGGGAATGCAACACATGTAACGGTTGTAGGGTGTTACTCTGGAAGGTGCCTCTTGCAG
TGCTTGCAGATTGTTCTAGCTTGCTCCTTTGTGTTCGCAGTTGAGCTTCTGGGTGCGGTG
GACTGTAAAGCTTCTGGATGCGGTGGGCGTTTTCTGGATGCGGTGGGCGTTTICTGTTTG
TTTCTCTCGTCTGTGATGGATTTCCTTTGACAAGCTGCAGCTCTGTAGGTTATGTAGGTT
CAGCAGGAGCAGGTTTCCTTTTGTTATCTGGTTTGATGAGCATTTTAAGTTCGAGTTATG
CTAGAGGTTGCCTTGCACAAAAGTCTGAGCTTGCTTGCTGTAAATCTCTGCAGATGGGAG
AAGTGGTAAAAAGGCAGGTATCCGAGTTGTGGACATGCAGTGTGCGTTTATCTCAGTGCA
TTGGAGTGCTAGCTAAGAAGGCATGTATTCTAGTCGCAGACTTGTGGTGCGTGCTTTTGC
ATTTTACTTCTCATGTATCACTAAATTTAGAGTAGTTGATGGAAGTGCACTGTGTAATTA
GCGGTGTAATTAGTCTTGTTGACGTCATCAAGTTTTCAGACACTCAGTGTAGCAGTGTTC
TTTTGATATCGTGCTTGCATTTGGTGGTTAATAATTTAGATTTAGAGTAGATAAAAGTGT
ACTGTTTAATTAGTCTTGTTGATGTCTCGAAGTTTTTAGTCATTGAATCTACCATGTTCT
TTCAATTTCATGCTTGCATTCAGTGGTTGGTATATTAGATTTGAAGCGGTTAATAGAAGA
ATGCTGGGT

TRINITY_DN2021
6 c2 gl i8
(StBLHI)

> TRINITY_DN20216_c2_gl_i8 (StBLHI)
GTTATATAAGAATTTTCACACAATATACGTGCATGATCACTATACATTGTTTTATTTATG
AACGCGATAAAACTGAAATTGATCATATTTGTATAGTATACTTAAAACAACTAACGAAAA
AAGGTGCACTACTCAAAACCACACTTTCTATGTAACTAAGCGTACTCAGAAAGGCAATAA
TGATACTATTGATGCCAAGCTAATGACAAAGTTCATCTAAAACCCTAGCTAGCTTTGACA
AAATATGTAATATACAGGAGTTGAATGATGACGTTGTCAATGGCCGAGGGCCTAGCTAGC
TTGATTGTATAATGATATGTTACAAAGCAATTCAATGATTAAAGACTTTCGTATAGAATG
CGAAGCAACAATATATATAATATATATCTGCATGCCAATGCAATATTGAAATGGATATAT
TATTGTGCCTGCATGCAGAGAGTTTTTATCATCGAAAACACACCATTACGTACTTCAACA
TATGCAAGAGGTTCACACGTACGTACATCTACTTGACGTAAATTCACCATATATTATATT
ACAACACCATATATACAAGTTCCAAGTTCCTGTTCCTTTCTAAATTACAACATAACGAGA
TAGCTGCTTTGATTGCATAATTAATATGATCTTCCTTAACCTACCAAGTACCAATCTATA
TATTGCAGTTCACCAATTACCAAAACGTAACAAAAGGGAAAGCAAACAAAAATAGTGAGA
AAAACGACCTCAACAATCCCTAATTGACTGCCTATGAAAGTTTTGCAAAGCTTTTTATAC
TTTTAGTCCCAAGTATAAATAAAACCTATACCAAACCCCCCTACACAATCCCTTTTTTTA
TTTCTTTTTCTTGTTCAACAATAAAGAAAATGAAAAGAAAGAAGTGATGCTGATCATGCT
ACAAAGTCATGTAACAGCTGATGAGCAGCAAACCTCTTACGACTCTGAATGTCGATGCTT
TCGTACCCATTGTTGGGATGCGAAGGTTGCCCCATTCCCATGCTAATTCCACAAAAATCG
GTACCTTGATCTTCGCTTCCAATTTCGAGCCTCCTCCCTCCTAGTTGCATGCCTTGGTTA
GGGATGAAGTTTTGCTGGTGGTTCCCTGACAGCGAGAGGCTTTGGTTCTCGCAGTGAGGG
AGGCCAAGGGTGAGGGAGACACCGTTGTTACCATGGTATTGATGCGCGGCTATGAGCTGG
TCAGGGTTAAACCTGCCTATGTCATTGACAATGTAGGGACTGAACCCTCCACCACCACCC
CCTTGGTGGTGGTTGCCTATTATCATGGGAGTCTGTCTTTGGTCTTGTGTTCCGTACTTG
TTGAGGTTTTCTCGAGTTTGGTGGTGGTGGTGGTCTGGGGGCTTCATCTCCATGTCCATG
GAGAGGATACTGCTTGGGGAGCTCTGCATGCTTCGTTGCTTCTTTGGGCTTCGTGCCATT
AGACACTCCATGTCGGATGATGAGCCAATCAGAGTGAAGCCTTGTGATGACATGGAAGCC
GTGGACATTGCAGAGAGGTTGGAAATCATGTCATTGGTTGTGTGGTGGTCGCCTTGTTGA
TGGGCTTGGATTAGCCCGCTACCGCCGCCACCTGCAGCATTCTGTTGTTGCTGTTGTTGC
TGCTGTTGCTGGGAAGCAACGGTTGCTTTTGAGGTGGACCGGTCCCTATTGGATTCATTT
CCTGTGGAAGAGCCACCGTTGTTGGTGTTGGTGTTCTCGTTATTGTTATTCTCAGTATTG




CCTCCATTTTGCTCTTGAGCCTTCATCTCCTCCACGTACATCTCCTCCACCATTGGCTTC
CATAGGCGGACACGAGCATTGATAAACCAATTTGACACCTAAACCATTCATCTCATCATT
ATAATTTTTTTTTTCTITTTGATCAGAAACATTACAAATTTAGAGATAAAAGACAAGAGC
ACCATTTATCTCCTACACACCATTGGCTTCCATAGGCAGGTAGCGTAGATGACCCAAAGA
ATGAGAAAGCCATATATATGCATATGTTAATATTGGAGTCTCTATTACTTAGACTTGGCC
ATAAGTATCTAACGTAGATACGTAGTGACATGTTAAAGTCTTATTAGAATGCTACCGAGC
ACACAAATTTGAAGATAGTTATATATAAAAGTATGATGTCTAATGAAATTTTCTTACCTG
GCTTCTTGAAAGTCCAGTCTGTTTAGCAAGCATGTGCTTATCTGAGTCCTTAGGGTACGG
GTGAAGGAAATGCTCAAAGAGCCAAGCACGAAGGACAGAGACAGCGCGTTCAGGCAGCCC
ACGTTGAGGACGCCAAGCATTGTGTTGCATCATGCCAAGTTGCTGTAGGGCCCGCTGCTG
CCTTAGCTGGTGGTCCACGAACCTCAGCCTCGAACCTACTCCACCCCCCTCGAGCTTGGA
GCCACCATTGGTGGTGTCCTCCTCCCCCAGGCTCTTGTTTGTGGCTTTGATCTGAGACAT
GATCGCGTCCTTGAGGCACCTGAACTGCCTTGATATGGTCTGTAAAGCCAAGGATGTGTA
GGATTTCGCTGACCCTATCCCTGCCGCCTGCTCGAACGAGGATACTACTAGCTGCATCTG
GGTGTGGTACTGCCTGTATCTTTGCTCCACCTCATCAAGCATGTTGAGTAATTTGGCCTT
CTTCATCTGAAGCTCTTGCCTTTGAGCAGCAGTGACCTGCTCGGCCGCCTTCTTACCACC
ACCGCTGCTCTCACCGGCACCACCGCTCGAACCCTCAATGGCAGCCGGCTCCTTGGCGGC
GACTTTGGCCTTATCCTTGTAGGCCCCACTGGACTCACAGTTATTATTATTATTTACCCC
CTTGCTACTGTAACTCCCAACATTCACCACCTCATCAAGCAACTCCTGGGCAGCTTTCAG
GTACTTCGACCCCAGGATCACTCCCTGCACCCCATTCGACACTGACGACGATCCTCCCAC
CACCGTCACAGACATCCTTCCGTCGTCCGCACCACCCATCCCGGCCGGATTGTTATTATG
GTTATTATTCTGCTGCTGATGAGGAGAGAGACTCAAGGACAAACCCTGGGCCCCACCAGC
CACAACCGCAGTGGGAATCGGGCTCGGGCCGGGATGGGTTGGGCTCGGGTCGATGGTCGG
GCTCCAGAGGTTGTAGTGGACCCGGGAGACGGCCATGCCATGCAGGGAGCCGGGGATCTG
ATGGTGATGGTGATGGTGCATCGAGCTGGAGGGAGATGGACGGCCAGGATTCTCCGAGTG
GGGCCCGGCGAGCGGGATTCCGATGAACTGCTGATGACCTGGTTGCTGCTGCGGGCCCGG
GAGGCTGCCCGGGCCGCCTAGCCCAGCAGAGTGGTTAAGGAGGAGCATGTTGGTGGGTGG
CGGCTGGGATGGGTGATTATTATTGTGTGCTTCTGAGGTGTACGCAGCTACGTAGTTAGG
GTTCATCAGGTAAAGTGTTTGAAGATTATCACCAGGTTGCATATCAGAACCTCCATGAAA
GTAGGTCGCCATCATCTAATTGACTTAATTGGATGATGAGCAGGGAAGAACCCCCCCCCA
AAAAAAAAAAAATCCCAGAAAATGTAACTTCTGAAATGAATTTTGATTTATAAAATGATA
TGATGAGGAAAAAAGGAGGTGGGAAAAAGTAGGATATGATAAATCTGGGAGTATATATGG
TTTTTTAAGGCAAAATGGATAAATTCCCTTGCTTTGCTTAGCCTATTCTTAAAACTAGCT
TAGTACACAAGGCCTGAGCATCAAAGTTCTCCATTTATTCCCATTTTTCTTGATGCCAAA
AATTTTATTTGGAATTTGATGCTGACCACCCTTAAAAAACTGTCCCTCCTTTTTCCTCTT
GCCTCTGATCCACCCTGAGTGACTTAGGGAACTTTAGGATCGAGAATTTCAATTCGAACT
TTGTCTTTCGCCTTAGAGGATTTTGGGGATTGATTTGAGCAAGGTTTGTTAGTTGTTTGA
ACTCTTATTATTCTCATAGGTTTTCTCTAAGGCTCATTCATGTATCTAAGCGTTAAGTAG
TGAAGGGCTGTATTTATAAGTGTAGAGAGCAAGGAGTTTTCTAGGATTTCTAGAGTAAAT
TGCCGTTTGGAGAGTCTAAAAGTTAGTAGAAAGTGGAATTTTAGGGCTCCTAGAAGCAAT
GCCAATGAACCGGCTCGAGCCTAATTGGGTTCAGGTCATCTAGCTCGAACTGGGTAGGGT
TCTGAAGCCTACCCGTAGGTTTCCCATTTCAAATTGTTGGAGCCATAACCTTGTTGGCTG
AATTTCGATTTAAGGGATTTTTTTCTTATTTGAAAGCTTTTGTCATGTCTAATTTCTAAA

G

TRINITY_DN2291
2 c3 gl i4
(StCIPI)

> TRINITY_DN22912_c3_gl_i4 (StCIP1)
ACGATATGACCTATCATAAGCCATGCTCTTGGTTACCGCAATAGCTTTCTTGGCTACCTT
CTTTGCTGTCTTATATCTAGCTCTACTAATATCTCTCTCTCCATCCGCTCCACTGTTCAT
AAAATCCAAATGGGCATTGATTGTTGGGATCCTTGCTTATTATATAGAAGGGATTGGCAG
AGCGAGAGAGAGAAGGGAGAGGATGGGGAATCCAAATGGGCATTGATCATTGGGATCCTT
GCGTATTATATAGAAGGTAAAATTGCATACATATCAAACTGTAGAAGGAAGCTTATCCAC
GATGAATCTGGAGAATGATTCAGAAATGATAACCCGGTCCCTCTTCTTGTGATAGAACAG
TATCTACTGTTGTTCAAAGTGTACTTAGAAAACGAGTGCTAGATGTGGTGTTCATGTTTG
ATCGACTAGGGAGCAAAAAATGGACAGAACAGGTTCAATGACGCTAGCATTGAAAGTGGC
CTATATAGACCAATTTTTGTTGCTGCTTGTTGAAGGTGGCCATTCACAATACAGAGAGGC
AATGATATTGCACCTCACTTTTAGTAAAATAAAATAAAATTTAGATATATAGGGACTAAA
GCTTTTGATCCCCTATTATGCTTACGTTGTTTTTTTCTTTGACCAACTCAAAACCCGGTG
GGGTTGACACAAAAGCAATTGTGTGCGAAAGCTGGTTAGAAATGAATGGCATCCTTTACG
TGTATGAAAAGCCAGTGGATAATAGGTGGCATATTATGGTTGATGATTGCATAGTAAAGG
CATTTCAAACCTTTGTCTGCATCAGCAAAAGGAGACCTGAGATTTCTATTTGTATATGGG
GACTGAACAGTTTTTTTTTCCCCCTTCTCTGTGGTTTTTCACAGTCCAATTACTTCTTAT
CAGTCTCATCCCTTAAGAGGTTAGCGGATGCTGAGAAAGCTTTAAGGTCAACACAGAAGT
CAAGATGACGAAGAAGAAGCACCACCTAAGAAGTTATATAAAGTCCTTTTTTGAGACGCA
TGCGGATCCTGAGAAACATGAGAAACTCAGAGAAAGTAGGAAAGGTATGCTCATTTTAAC
ACCCAGAACTTACCGTTCAAATTTCTTTGAGATGTAGTTGCATTAGCCTCCACTTTTCTT
TTCTTGCGTTGTACACGTGTCTCTCTACACATGGCTCTTATTCGGTCTTTCTATGCCTTT
TTTATGCCGATAGTAAAAAAAGTGCCTTTGTTGCAGATATGGAGGAGAAGAAGAAACGAA
TCCTGGAACTTATGGGAAACCATGAAGAAAATGATGGAAAGCCAGTAGATGAATCAAAAA
GAGGGCTTCTTGCTGGGCTCATTGAGGATTTCCACAAGCAATATGAATCACTTTATTCTC
ACTATGATCATCTAACTGAAGAGCTAAAGAACAAAGTTCGCCACCATGAACCAAAGAAAG
AGACTTTCTCTTCGTCCTCAGATTCAGACTCAGACTCAGACTCTGATAAAAGAAGCAAGA




ATGGAAGACTGGAAAATGAGAATGCAGCAAATCTTGAAGTTGCAGACCTCAAGAACAAAT
TGGCAACACTAACGAGTGAGAAAGCTGCTTTTGAGACCGAGAAAGAAGAGCTGACATCAG
CACTAGATAATGCTCTGAAGACGGAAGCTGATCTCCTTAAGCAGATTGGAGAACTAAGCA
GAGACAAGGACAATCTAGTGGCTGAAAAAGATGATACCGTTAAAAGGGCAGAAGAAGGGA
ACCAACAATTGGAAACATTGAAAGCCCAGGTTGACCAGTTGCAGGATGAGAAACAGAGCC
TTGAGCTTCAATTGAAGACCATTGAGCAAGAAGTCGTAGGCCTAAAACAGCAATTAGACT
CAGCAAGACATGAAACAGACAACTTGACTCGGGTAATGAAAGACGCTGAAGAAGAAAATA
AGTCTCTATCTTTGAAGATTTCAGAGATGGCAGATGAACTTAAGAAGGCACGGGGGACCA
TAGACGAGCTTAGAGCTGAATCCAACAGCTCGAGGGAAAAATTGGTTGAGCGAGAAAGAG
GATTATCATCCCTTCAGGAGATGTATGATGCACATAAAAATGAAGCTGCAGAACAGATAG
AAGCACTGGAGGAACAAGCTAGCAGTTTGAAACTTGAATTAGAGACACTGACAAGACAGA
AATGTGAACTTCACGAGCAGTTTCAGAGTAAAGCTACAGAAGCGAGACGGTTGCACGAGG
AGGTGCCAGTGCTAAGGGAAGAGATTTCACAACTTCTTACAACTTTGAAGGAGAGGGAAG
AGCAGATATCTTCCACTGAGAAGAAACTCGAGGAGTATGAAAATGAGTCGACTTCCAGAA
TCGAAGCCTTGACAGTGCAGGTCAATGATTTGACGGAGCAGACAGAAACATTACGTCCTG
AGAAACAGAGCCTTGAGCTTCAATTGAAGACCATTGAGCAAGAAGTCGCAGGCCTAAAAC
AGCAATTAGACTCAGCAAGACAGGAAACAGAAAACTTGACTCGGGTAATGAAAGATGCTG
AAGAAGAAAACAAGTCTCTCTCTTTGAAGATTTCAGAGATGGCAGATGAACTTAAGAAGG
CACAGGAGACCGTAGATGAGCTTAGAGCTGGATCTAACAGCTTGAGGGAAAAATTGGTTG
AGCGAGAAAGAGGATTATCATCCCTTGAGGAGATGTATGATGCACAAAAACATCAAGCTG
CAGAACAAATAAAAGCACTGGAGGAACAAGCTAGCAGTTTGACACTTGAACTAGAGACAC
TGACAAGAGAGAAAGGTGAACTTCAAGAGCAGTTTGAGAGTAAGGCTACAGAAGCGAGAG
AGTTGCGCGAGGAGGTACCAGTGCTAAGGGAAGAGATTTCGCAACTTCTTACAACTTTGA
AGGAGAGGGAAGAGCAAATATCTTCCGCTGAGAAGAAACTCGAGGAGTATGAAAATGAGT
CGACTTCCAGAATCGAAGCCTTGATAGCTCAGGTCAATGAATTGACAGAGCAGAAAGAAG
CATTAAGTGCTGAGAAACAGAGCCTTGAGCTTCAATTGAAGACCTTTGAGCAAGAAGTCG
CAGGCCTAGAACAGCAATTAGGCTCAGCAAGACAGGAAATAGAAAACTTGACTCGGGTAA
TGAAAGATGCTGAAGAAGAAAACAAGTCTCTCTCTTTGAAGATTTCAGAGATGGCAGATG
AACTTAAGAAGGCGCAGGAGACCGTAGACGAGCTTAGAGGTGAATCTAACAGCTTGAGGG
AAAAATTGGTTGAGCGAGAACGAGGATTGTCATCCCTTCAGGAGACGTATGACGCACATA
AACATCAAGCTGCAGAACAAATAAAAGCACTGGAGGAACAAGCTAGCAGTTTGAAACTTG
AACTAGAGACACTGACAAGAGAGAAAGGTGAACTTCAAGAGCAGTTTCAGAGCAAGGCTA
CAGAAGCGAGAGAGTTGCGCGAGGAGGTACCAGTGCTAAGGGAAGAGATTTCGCAACTTC
TTACAACTTTAAAAGAGAGGGAAGGGCAGATATCTTCCACTGAGAAGAAACTCGAGGAGT
ATGAAAATGAGTCGACTTCCAGAATCGAAGCCTTGACAGCACAGGTCAATGATTTGACAG
AGCAGACAGACGCATTACGTGCTGAGAAAATGGAACTGGAAGAAAGAATGGCCAATAGAA
GTATTGAAGTGTCAACCGAAATAAAGGAACTACAGGAGAAGATCAGCACATTGGAGCACG
AACTTCGCAACTTGCAGACTCAAGACAGAGAGATGAAGTTGGAACTCGAAAGAAAAACTG
ACGAGATTTCAGAGTACTTGATTCAGATAGAAGGCCTGCATGAAAAATTATCTACCAGTG
ATGCCCATCTGAAAAGACTTTGGGAAGAAAAGAATGATCTAGAAGCCAAGTTGAAGGACC
GAGAAGTGGAGTTGGAGACACTAAACACCCACAAAACTGGACTTGAAGAGCAAATGAATA
GCAGAAGCAATGAGGCCGCTCAACTGAGGCAAGAGATCGACCAGTTGCGAGGCAGGATTC
TGGAATTGGAGAAAACGGTAGATGAACGAGAAGCAGAGTGTTGTGCCCTACAGAGGAAGC
TTGATGATGGGGACAATGAAGCATCTTCCAAAATTAAGGCGTTGATGATGGAAGTCGAGA
CTCTAAAGCAGGAGTTGGAAGCAGTTCATGGTGCAAAAGCCCAGCTGGAGGAAGAGGTTG
AGAGTGAGAAGCAGGAACATTCTCATAGGTTCAGCCTGCTGGAAACCGAGAATACAGAAC
TTAAAACCAAAGTTGAACATCAGCTGAAGATACTTGAGGAACTAGAGGATGCATTCCATC
GGAAAAGAGAGCAATGTGAGCAAGTTGAAGGCCGAGTTCTGGAATTGGAGAAAACAGTAG
ACGAGAAAGGCAACGAGTCTTCTGTCCTGCTGAGAAAGCTCGAGGATGAAGAGAATGAAA
CATCTTCGAAGATCATGGAGTTAATAGCTGAAGTTAAGGGTTTAAAAGAAGAGATAGACA
CAGTTCAAGGCATAAAAACCCAGTTGGAGGCACAGATTGAGAAGGAAAAGGAAGAATCTT
CACAAATTCTGGCTCAGTTGGGAACAGAGAATGCAGAATTGAAAAGGAAGGTCGAAGATC
AGCTGAGGACGATAAAAGAACTGGAAGATGAACTCAATCAGAAAGGAGAACAGTATGAAC
AACTTGGAAGGCAGGTGGCAGAGAGGAGGGCAGAGCTCCAAGCAGCGGAGGAGAAGATTG
AGAAACTGACAAAGGAGTTGAGCATGAACTCTCTATCAAAAAATGAGATGGTGGCAGATC
TTGAAAGGACCATCGAGGATCTCAGGAGAGATCTCGAGGCAGCTGAAGATGAAGCCAACA
CCTCCATGGAGAAAACCCGAACAATTGAAGTCCAACTCCGCCTGGCCAACCAAAAGCTCA
GGGTAACCGAACAACTGCTGAGTGAAAAGGAAGAGAGCTTCAAGGCTGCTGAAAAGAAGT
ACCTCGAAGAGTGCAAGCGTTTAGAAGACAGGATTTCTAGACTCTCCCACATAATCTCAG
CTCATAATGAAGCTTATCGAGGAATGATTGCCAATATCTCTGAGCACGTTAACAGTTCTC
TCTGTGGAATGGAATCCATCACCAAAAAACTAAAGGAGGACCACGAGAAGTTCTCAGACA
ACATTGTCAAGATGTCAGAAGACGTTCAGATTTTGAAGCAGTGTGCAGTGGGGAAGAATA
TCGAGAGAGGAAAGTTGGAGGAGGAGCTACGCTTTTTGACCGAACAGCTAGAAGAAGAGA
AAGAACAGGGAACGATGATGAGAGAGACAATCAGCAAACAAAATGGAGAGAAGGACAAGT
TGCTGGGAGAGATAAACCAACTGAAGAAAGCAGCAGACATCACAGTGAAACAGAAGGGTG
AATGGCAGTCGGCTTTAGAGGAGGAGAAACGCGAAGCCATAAGACAGCTGTGTTTGTGGT
GCGATTACTTGCTAAGTCAAAACTACGAGCTCAAGAGTGTTCTGTCAAAGTTTACTCCCA
GGAGACAAGAGAGTCGATGAAGTACCTGATGGGTTTTTCCCTTGGCTGCCATTTCAGAGA
GAGGAATTTTTTGCTTTCGAGTATAGTATAGTTCTTTATTTGATTCATTTGTTCAGCACG
TAGATTTGGTGTGTAAAGTGAACTATGTATATGTCCTCTAGCTTCGAGTTAAGTAGAGAG




AGGCTTTTGGGTGTTTTGGTCATTTTCTTTTTCCAGCTCCCAACCCACATCAATGGGGAG
AGCTTACAGATTCTATTTTACCTTTGGCGAACATAATTTATCCTACTTTTAATTTTGAGT
CATCGTTAATAATTTCCCTTGTGCTCTCTTTTATTCAATTACAGCACCACCTTAGAGGC

TRINITY_DN2543
0cl g2 19
(StTLCI)

> TRINITY_DN25430 _cl_g2 i9 (StTLCI)
CGCAAGGAATACAAGTTGTAATGCAGTGCAATACAATTGATTGCCAAACTTTATTCAAAA
GTATGAGCGGAGACGACAATCCCCAAGAGCGGGACATGAAAATATAAATAAGGAATGCAA
ACTAAACAAATAAACAAAAATCTTCTAGAATGGTGGAACTTTCACCTACCTTAATCTAAC
ACCTAAAGACTCTAATTTTGTCCAGATAAGAGGAAACACAGGAACGTCTGAGCCACCTTG
AGCAGTTCCAGGTGGTAGAATTGACCAGGATGAATTCTACAAAGCAACTAGTACTTTGTT
CTCCAATGGCGGAATATTAAGATAAGCTAATCATAACCCTTACTTGGATTCACCAATGGC
GGGATTCAGTTGATGCTCAGTGGTGAGAGGGCCATTGTCATCGGCCACAATGGGGATCTT
GACAGACGCTCTCTCCATTTCCTTCTCGAGCTCTTCCTCCCTACGCAACTGTGTGAATTG
TTTGTCCAAAGATCTCGCTGCTGCTAACCATGCAGTCACAATCACCAAGAGGATTCCTCC
AAGGTAAGGGGTTGAGTTGGCGAGTGACCCGAAGGTTAGGATCATGAATTGCTGGATAAG
GGCACCCCCGGATTTTCCGAGCGGGTTGCAAACAACATCAATGGCTGCCTTCCCCTTGAT
CTTAGTGTCCTCATCCAATGGAATATAAGCCATTTCTTTGCAAGGATCAAACAAACTGTA
CTTGGCACTCTTGCTGAAAATGTTTTGCAAGGCACCCACATATACCGCTGCCAAGAGAGG
AGTTATCCCAATACTTGCAAGGGCAGGTGTAACTGTGTGACCAAACAAAATCAATGAAAA
GAAACCAACTCCAGTTAGGAGAAGAACAGTAGGCGTGATTGCAGCTGCAACTCCCCAGCC
AAACTTGTCAAACACAAATTGACTGAGAAGCATCATTGTGAAGGTTGCTATCCCCGTTGC
CGTAGAGAAATCACCCATGAAAGAAGAATACTCATTCGGGCTTGGGAACTGAGCTTTGAG
CTTTGATTTCCATGTAACTTCAACAAGGTTAATACTGATACCATATGCAACCACCACAGT
GGCAAGATCCCTGATGTACTTTTGGGACACCAAGAATTTTAAGCTCTCCATTGTTCCCAT
CTTGACCTTCTCCTTCTTCTTCTTGCTGCGAGTAGGAAGTGGAACATATGTGTTCACCCA
CCAGTAAAGGAAGCAGATTGCTAGCCCCATAAGCACCACAATGCTCATCATTCCCTTGAG
AGAGACGGCCCAACCATCTACACCAGGTCCCAAATTTTCTCTCAATTTGGAGAAGTACTT
GACAGTTCGTCCGGAGAAAATGAGGGCAACATTGGCCCCTAGCCCAAACAGAGGGTAGAA
TCTTTTAGCTTCTTCAACTGTAGTGATCTGATTGGCAAACCCCCAAAAGAGCACAGATAT
GACCACACTGCCCCAGAGCTCAGCCATGACATAAAACAAACAAAAACTCCAAATCCTCAG
AATTGCAAGGGGGCCAAGGAATCTTGGTCCAAGCATGCCCAACAACTTGTCTGCAAGAGC
TGTGGGGTGGAAATAATGACTCATAGGGTACAACAAAAACCCAAAAGCTCCAAAGAAGCC
AATGAAGGGTAGAATTACAGAGTAAAACAATGTTTTCCTGGGCAAAACATCAGCCAATTT
GGTGTACAAAACCATAAACCCAACAGCCATTGGCAAATTTACCCAAGTTTTCAAAAATGG
TATAATCTCGGCACTAGATCCTTTGGCTGTGACCACTAATACATCCTTTGTATCCCTTAA
AATTGTATAATTGAAAAGAATGCAAAAGAACATGAGCCCAAGAGGTATAATCTTCTTAAT
GGTTGTAAGCTCAATACCCAATAACTTAGGTGACTCAGTATCTCTAAACAAGGGCTGCCC
ATCAGCTGCAGCTGCAGCTGCAGCCTCAGCCCTACAAATGGGGAAATTCCTCAAATTTTG
GGCAAACCCTTTTGTATTTGAGGCAACCCCATGAAATTTTTGGAACCCATTTGAGGATAA
ACAAAGCCCTTGAAGGGTTTTGGGTGCTACGGCTATGGGGTTGGTGAGCCTCTGCCTAAG
ACTATTCTGGGGTGATTTGAAGACCCTCAATCTGGGGTTTGAAGGTAGAGAGAGAAGGCC
CTTGGTTTGTAGAACAGCCTCCATCTCTCCTCCCTTCAAGAATGAATCTGAAGAAACAAA
AAAATTAAAATCTGAAACAGCGTACAAGTGAGAAAACAATCTCCCCAAAATATAAGAATT
TCAAAAGGACAAGAAAAATTTGAAAAAACAAATGAACCCCAAATCAAATATCCAAGATAA
GAATTTGCAAATGCTAGGAACAAAAAAGAGGGGAAGGATGGAGCCTATGGAGATAAGGTG
TCTGAGGAGATTTTTGCCTTCCCAGAAAAATATGGGCTCTGCAGAATTGGTTGGATCCTT
ATATAGTAGTATCAGTGAAGATGCCAAACCCTCGATTCTAAGGGGTCGAGAAAACAGACA
GAAAATAAGAGAAAAAGCAAATTTTGACTGTGAGAACACAGGATCGAGACACAGAGAAAC
AACAGAGGGGCGGTCGGTGGGAAGGGCAGGGCTGCCAAAGAGCGGAAAATTCCTGGT

TRINITY_DN2612
3 ¢c0 gl il6
(StPMA4)

> TRINITY_DN26123_c0_gl_i16 (StPMA4)
CTTGCAATTTCTAATCCTTACAGTTCAAAGTTATCAAGTGATTTAAGCTCACCATTAATT
GCTCACCATTAATTGTGACAACCTAAATCAAGAAATAGATTTTCCCCCTTTGGGTTGTTG
GCTTAAAGTGCCGAAAAAGACAATCCAATATCAAGTATATATAGGGTATGAGCTAAGATG
TTAGAAGTCCCTTGATGAGTTTTGAAGCTCTAGTAGAAATAGTTTAAGACAACAGTTCCC
TGATTTCTTATTTGCAGACCAATCACACAGTCGCGGAGACAAAAATACAAAGTTCATGCA
AAACTATTATCCCCGAACCACCCAAGGAAACAATTGCAGAAGAGGCTTGCTAAAGCCCCT
GAGATTTTTTATACTTTTATGTAACATAAATTAGTACACGAGTAGCTTGCTACCTGACCA
TAAGGAGAAAGGGAACACAACACAACTTTCTATCCACAACACACTTACTGGCCAATTAAT
GGGAGGACTTCCTCTCGCTCATTTAAGTACCAGTAGAAGGGGAAAATTTGGGGGATTGGG
AGACTTTTTATGCCATATTACAATAATTTATGTCCTCCACACTAGAGTATAAACTTCGCC
TACTTGTGGGACGAAGGGAGTGTTTCATCCCTTTTCCATTCATGACACCCATCTCTCGTT
TTACTTCCCATTAGCGAAGACTCTTATCACCATAAACTAGCCGTATCGATGGGTCTTGGT
CCAGCTCACTTGTTAGACGGTGTAGTTTTGCTGGATTGTGTCAATGTCGAGACCCTTCAG
CTTCACCACGGATTCAACATGGCCCTTGAGGGTGTGCAACTCCCGAAGCCTTGCAACCTC
AGCTCGCCTCTTGGCTTGCTCGGCAATCTCAGAGAGCTCTCTGTAGCTGTTCTTGTCGTT
GAAGAGAGTGGAAGAAGGCTCTGGTGCTTGGAGTCCATGCAGAGTCCTCTGAGCAAGAGC
CCATTGAGCTTCTCTCTCCTCTTTACCATAATCCTTCTTGGTGGTGAAGGCAGTCTTGCT
CTCGAACAAGTTAAGCCATGCCTTTCCACTCAAGATGTAACGGATGGCGAATTTGAGTAT
ATCTAGAGGGATGTAGAACACCACGTTGTAGAGCCAAACAACACCAGCCCAACCCCATCC
GCATCCTTTGATCTCAGCAAAACCCCAGTTAGCATATACTGCTATTAGAGTGGCAACCAG
TTGGGCAATTAAGAAGGCAGTGACCAGCAGAAGACCAGGGCGCTCAATAAAAGACCAGCT




GCGGGACCGAGTGACGAAGATGAGGGCTTGGCTCACTATGCTGACTTGTAGATACAAGGC
AGCCATCATTTCCTCACGACTGTGCCTCAGGGATCTTACACCGAATTTCTCCGAAAAGAA
GTCAGTGTCCTTCATTGCCCAGAAGAAGATGACAGTCATCAAGGCCAGGTAGCTCCCAAG
GACAATACCAGTAGCAAAGATTTCCTTTAGTTTCCAGCTGTCAGGAACGGGGGATGGCTT
GACCCGATCCTTTGAAATTGTCATAATGGTACCATCATTTAGAATGGCAATGATCAGAAC
CATGAAGGGAGAGAAGTCAAACTTCCAGATCAAGGCAATAAGCATAAACCCAAGCTACAA
AGTTAACAAGAAGATAGGTTAATCAGCAGCTAACAGCTACATCAAAAGAAGGCACATTGC
AATTACCAACATTTACATACCACAATACGGATTGTGATGGAAACAGCATAGATCTGGAAG
AAGAGGGAAGACAATCAAATCAGGCAAGAGAGTGAAGCTAAAATTCAGTATTAAAAAAAA
TGAAAATGAAAATGAACTTTGCTAGCTTAAAATGTCTAGTGGAGTAAAAGAACCTACAGT
ATAGTTTTTCATCCTCTGGAAAATGGCTCTACTGGTTAGCACGGCACTAATGATGACACT
AAGCCCAGGTTCAGTGAGGACAATGTCGGAAGCACTCCTTGCAGCATCAGTGGAGTCAGC
AACAGCAATACCAATATCTGCCTTCTTCAATGCAGGGGCATCATTGACACCATCTCCAGT
CATCCCAACAATGTGCTTCTTCTCTTGCAACTTCTTGACAATTTCATATTTATGTTCTGG
AAATACTCCAGCAAAACCGTCCGCTTTCTCAATCAATTCATCTACAGGGAGAGCACCAAT
TGATTGATCTTTGTCTTGGCCGAGCAAAGCAGCAGATGGGTACATGTTTGTTCCCATACC
TAGTCTTCTGCCCGTTTCTTTAGCAATGGCAAGTTGATCACCAGTGATCATCTTGACATT
GACCCCAAGGTTGAGGGCCTTACGGATGGTTTCAGCACTGTCATGCCTTGGGGGATCAAA
AAGTGGCAACAAACCCACAAATTGCCATGGTCCACCTGGAGC

TRINITY_DN2377 | > TRINITY_DN23775_c0_g3 i7 (StTUA)

5 ¢0_g3 i7 (StTUA) | TACATTACAAGATAGGGATAATTACATAAGTATAGTAATTATAATTACAAGGTAGTTATT
ACTTACAAACCTCTTTTATAACCAAACAAAATAATAAAAACACAATTACAATTTGTTTAC
ATTAAAAGTTTGTTTATATTCAATCAAATATTACCTTTCACTGCCTGAAAATCAGGTTGA
AGAAAAATGGATGAGGGAGAAGAAACCAAGCAAAACAGATACCCAATGAAAGAAATAGCA
CATGATACCGAGACATTTAGACAGAGAGAGTGCAAAGAATAGCGAAATTCATGTGTCGTT
TTCATATACGCAGAAAAAAATAGGCCACCCTAAACCAATCAACACAACATTGTGATATGA
AACAAGCCATAGTCAAACTATCATCCATTCTGCACCAGGATTTCAACTCCAAAAGTAAAC
GAACTATGCACCGGAGAAAATTTACCATCACCACACACAGTGGGCAACACAGGAAAGGAC
AGTGGAAACCCGGAGACATTGCCGAATTCTCCTAACATCACAGGACCTGCTGAATTGTGA
TGCCTACCCCCTTCAGTACTCCTCGCCTTCATCCTCATCGTCACCACCCTCAGCCCCAAC
TTCCTCGTAGTCTTTCTCAAGAGCAGCAAGGTCTTCCCGGGCTTCAGAGAACTCGCCTTC
CTCCATACCTTCACCAACATACCAGTGTACAAATGCCCTCTTGGAGTACATGAGATCGAA
TTTGTGGTCAATTCTGGCAAAGACTTCAGCCACTGCTGTATTGTTGCTGATCATGCAGAC
AGCACGCTGCACCTTGGCAAGGTCGCCTCCTGGCACCACTGTTGGGGGCTGGTAGTTGAT
ACCGCACTTGAAACCAGTAGGGCACCAGTCAACGAATTGGATAGTTCTTTTTGTTTTGAT
GGCAGCAACGGCAGCATTGACGTCCTTGGGTACAACATCACCACGGTACATCAAACAACA
TGCCATGTACTTCCCATGTCTTGGGTCGCATTTCGCCATCATGCTAGAAGGCTCAAACAC
AGCAGTTGTGATCTCGGGCACTGAAATCTGCTCATGGTAAGCCTTCTCAGCAGAAATAAC
CGGGGCATAGGATGACAGCATGAAGTGAATACGAGGATAAGGCACAAGGTTAGTTTGGAA
CTCTGTAACATCCACATTGATGGCTCCGTCAAACCTCAAAGAAGTTGTCAACGAAGAAAT
GACTTGGGATATTAAACGGTTCAAATTGGTGTATGTTGGTCTCTCAATGTTTAGGGATCT
CCTGCATATGTCATATATAGCTTCATTGTCAAGAAGCACAGCAACATCGGTATGTTCCAA
GAGAGAATGAGTGGAGAGTACACTATTGTAAGGCTCTACAACAGCTGTTGAAACCTGAGG
AGAAGGATAAATTGTAAATCCAAGTTTTGACTTCTTTCCATATTCTACGGATAAGCGCTC
GAGAAGCAGTGACCCAAAACCAGAACCAGTTCCACCACCAACAGCATTGAACACCAAGAA
GCCCTGTAAACCAGTACAACTGTCGGCCAATTTCCTCACC

TRINITY_DNI1876 | > TRINITY _DN18765 cl_g4 i6 (StACT7)

5 ¢l g4 i6 CAGGATAGACCCTCCTATCCAGACACTGTACTTCCTCTCAGGAGGAGCAACAACCTTGAT
(StACT7) CTTCATGCTGCTGGGAGCAAGGGCGGTAATTTCTTTGCTCATACGGTCAGCAATACCCGG
GAACATCGTTGTACCACCACTGAGCACAATGTTACCATAGAGGTCCTTTCTGATATCAAC
ATCACACTTCATGATGGAGTTGTACGTTGTCTCATGGATACCTGCAGCTTCCATACCAAT
CAATGAAGGCTGGAAGAGGACCTCTGGGCAACGGAATCTCTCCGCTCCAATGGTAATCAC
TTGACCATCAGGAAGTTCATAGTTCTTCTCAACTGCAGAGCTGCTCTTGGCAGTCTCTGA
TTCCTGCTCGAAGTCAAGAGCGACGTAGGCAAGCTTCTCCTTGATATCACGAACAATTTC
CCGCTCGGCAGATGTGGTGAACATGTAACCTCTCTCAGTGAGGATCTTCATGAGATAATC
AGTCAGATCACGCCCAGCAAGATCCAAACGGAGGATTGCATGAGGAAGGGCATAACCCTC
ATAGATGGGAACCGTGTGACTCACACCATCACCAGAATCGAGCACAATACCTGTAGTACG
ACCACTGGCGTAAAGAGAAAGAACGGCCTGAATGGCAACGTACATGGCAGGAACATTGAA
GGTCTCAAACATAATTTGAGTCATTTTCTCCCTGTTAGCCTTTGGATTCAAGGGTGCCTC
AGTAAGCAAAACAGGGTGCTCTTCAGGAGCAACACGAAGCTCGTTGTAGAAGGTGTGGTG
CCAAATCTTCTCCATATCATCCCAGTTGCTCACAATACCATGCTCAATTGGGTACTTCAA
TGTCAAAATACCTCTTTTAGATTGAGCTTCATCTCCAACATATGCATCCTTCTGGCCCAT
ACCAACCATGACACCTGTATGCCTCGGGCGACCAACAATACTCGGGAAGACTGCTCTTGG
TGCATCATCTCCGGCAAATCCAGCCTTCACCATTCCAGTTCCATTATCAACGACAAGGGG
TTGAATTTCCTCTGCATCAGCCATCTTCTTTTAAACTTGAGTGTAAGAACAAAGAACTGA
CACGGCAGAGGAGAGAGAAGGTTGGAGAGAGAAAGAGAGAGAAGGGGCGAGAGGAGCGGA
ATCAAATGACATGAATTGAAATGGGTGCTGACACTTTTATGCGTTATGAGAGTGGCACGT
GAAATGAAATGCAAATGAAATTGAAATTTA




TRINITY_DN2781
2 ¢c0 g3 i2
(StEFla)

> TRINITY_DN27812_c0_g3 i2 (StEFla)
TTGCCATCTCCGGCAACGGCACAGAAATACCGTGTTGAGAACTTGTATGAAGGTCCTATG
GATGACCCTTATGCCACCGCCATTAGGAACTGTGATCCTGAGGGACCTTTGATGCTTTAT
GTCTCAAAGATGATTCCTGCATCCGACAAGGGTAGATTCTTTGCCTTTGGTCGTGTATTC
TCGGGAAAGGTTTCTACCGGTATGAAGGTGAGAATCATGGGTCCTAACTATGTGCCTGGA
GAAAAGAAGGATCTCTATGTCAAGAACGTCCAGAGAACTGTCATTTGGATGGGTAAAAAG
CAAGAGACAGTGGAGGATGTGCCGTGTGGAAACACTGTTGCGATGGTTGGTTTGGATCAG
TACATCACCAAAAATGCAACCCTTACCAACGAGAAGGAAGTTGATGCACACCCAATCCGT
GCTATGAAGTTTTCCGTCTCACCCGTCGTCCGTGTTGCTGTGCAGTGTAAGGTTGCCTCT
GACCTTCCCAAGCTCGTTGAAGGTTTGAAGCGTCTAGCCAAATCAGACCCTATGGTTGTT
TGTACTATCGAGGAGTCTGGTGAGCACATCATTGCTGGTGCTGGAGAACTTCACCTGGAA
ATCTGTTTGAAGGATCTGCAGGAGGACTTCATGGGTGGGGCTGAGATCATCAAGTCTGAC
CCTGTTGTCTCCTTCCGTGAGACTGTTCTTGAGAGGTCATGCCGTACTGTGATGAGCAAG
TCTCCCAACAAGCACAACCGGTTGTACATGGAGGCACGTCCCATGGAGGAAGGGCTTGCC
GAGGCTATTGATGACGGCCGTATTGGTCCAAGAGATGATCCCAAGAACAGATCGAAGATC
TTAGCTGAGGAGTTTGGCTGGGACAAGGATCTTGCTAAGAAAATCTGGTGTTTTGGGCCA
GAAACTACAGGTCCCAACATGGTTGTTGATATGTGTAAGGGAGTCCAGTACCTGAATGAA
ATCAAGGATTCTGTTGTTGCTGGTTTCCAATGGGCATCAAAAGAGGGTGCCTTGGCTGAA
GAGAACATGAGAGGCATCTGTTTTGAGGTGTGCGATGTGGTTCTTCATGCTGATGCCATC
CATCGTGGTGGTGGTCAGATTATTCCCACTGCTAGAAGGGTGTTCTACGCTTCCCAGCTG
ACTGCCAAACCCAGGTTGATGGAGCCCGTCTACCTCGTGGAAATCCAGGCTCCCGAGCAA
GCTCTTGGTGGTATCTACAGTGTTCTTAACCAGAAGCGTGGTCATGTGTTTGAAGAAATG
CAGAGGCCTGGTACTCCTCTCTACAACATCAAGGCATACCTCCCCGTCATCGAGTCCTTT
GGTTTCTCAAGTACATTGAGGGCTGCAACATCTGGTCAAGCTTTCCCACAGTGTGTGTTT
GATCACTGGGACATGCTGTCGTCAGATCCCTTGGAGCCTGGAACCCAAGCCGCTGCTATT
GTGGCAGATATCCGTAAGAGGAAGGGCTTGAAGGAGCAGATGACCCCACTGTCCGAGTAT
GAGGACAAGCTATAAGAACATTGAGCGATGAATTTTGTCTTTCTATTCTGAAGTTTTGCG
CTAGCTTGTGGTTTTTGAATATTTGGTACCTTGAATTTTTTTCATTTTCTATTTCTGTAA
TAGACTTCCTGGTCGCATTTCCTAATGTGGATGATTTTATTTGTTTAGGTAAAATCAGGT
TTCGTTGGGTGTGGGTGAGTTGCGGTGTATTTCATGTTGGGTTGTGCTCAAATTGTTGAA
TACTGATCGAATCTGAAATCTGAAAGAATTCGGTGGGTTTGATCATTACGGGTGTCGGGA
GCTGTATATTTTTGTATTTTTGGGCTGAGAAACTAATGGCG




