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Fig. S4 Photoperiodic DEGs in nighttime. (a) A Venn diagram of day-night DEGs under SD, MD, and LD. (b) GO enrichment analysis of photoperiodic DEGs. (c) KEGG enrichment analysis of photoperiodic DEGs.
[bookmark: _GoBack]
image1.tiff
GOterm

ninght

Top 20 of GO Enrichment

GO.0015979 photosynthesis
30:0015994 chlorophyll metabolic process.

G0:0019684 phatosynthesis, light reaction

GO:0015995 chioraphyll biosyntheic process.

G0:0009451 RNA madification

G0:0008778 porphyrin-containing compaund metabolic process
G0:0042440 pigment metabolic process

G0:0044711 single-organism biasynthetic process.
GO:0033013 tetrapyrrole metabolic process

3010005984 disaccharide metabolic process

G0:0009765 photosynthesis. light harvesting

G0:0009768 photosynthesis, light harvesting in photosystem |
GO:0046351 disaccharide biosyntheic process.

GO:0008520 celular amino acid metabolic process
GO:0006779 porphyrin-containing

R

| 20850 08)

1 90t
14 0c0t7)
B saoon
| 2000022,

1 5500000y
o0
1 25000000

| 15 o00on

| 15 00078)

| 12000078)

| 12 000078)

W ospoon;

qvalue

0.0020
00015
0.0010
0.0005

qvalue
04

03
02
01

Compound osynthet process | | 160001
G0:0008311 aligosaccharide metabolc prosess | | 24 mects)
GO:0046148 pigrment biosynthetic process { | 29 (00521
GO:1801605 alpha-amino acid metabolic process 1 [l 77 w.ooz1)
GO:0009312 oligasaccharide biosynthetic process 4 | 1510.0022)
500009064 glutamine famiy amino acid metabolicprocess { | 24 .00z
b % E) 7 150
Gene Percent(%})
Top 20 of KEGG Enrichment
c Photosynthesis - antenna proteins | 12 @oa1m)
Glyoxylate and dicarboxylate metabolism 4 [l 46 @ 0017y
Porphyrin and chlorophyll metaboiism 4 | 28 00077)
Flavane and flavonol bosyntesis { | 1510:0036)
Ribosome biogenesis in eukaryotes { I 45 (0.0038)
Photosynnesis { [ &7 0.0045)
Alaning, aspariate and glutamate metaboism 1 | 75 (2 0059)
Garbon metaboism | [l 920038
z Carctencid biosynthesis { | 24 .0558)
E Garbon fixation in photosynihetic organisms { | % 100598)
E Biosynthesis of amino acids { [l 780 0501)
Biosynthesis of secondary metaboltes { NN 391 0.171¢)
Benzoxazinaid biosyninesis | | 617181
Thiamine meizbolism 4 | 10 0.1987)
Tyrosine metabolsm { | 20 02282
Asachidonic acid metbolism 4 | 140.2232)
Nitrogen metabolism { | 17 f0.202)
Arginine biosynthesis { | 15 0.2768)
Glutathione metabolism { | 31 0334
Pentose phosphate pattway | 73 04683)
13 % % i3 150

Gene Percent(%)




