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Supplementary Figure 1 The transcript level of candidate genes with low expression in the fruit peel of ‘609’ and 749’
The y axis indicated the relative expression levels of each gene. L, Under natural conditions; D, Under bagging conditions. The date are means
from three biological replicates with three technical replicates. Error bars indicate SEs. Letters above each column represent significant differences
based on one-way analysis of variance (ANOVA) followed by Tukey’s test (p < 0.05).
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