
Figure S2. RT-qPCR reveals expression changes of SlMETS1, CBF1, COR47 in WT, not,

and sit under normal condition. A-C display the relative expression of SlMETS1 (A), CBF1

(B), and COR47 (C). SlEfα was the internal reference. At least three replicate pools were

included, with each pool containing 9-10 plants.


