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Figure S1. Overall characteristics of gene expression profiles in sugarcane roots across different
planting years. (A) Venn diagram and bar chart showing the number of expressed genes among
different planting years. (B) Principal component analysis (PCA) based on all expressed genes.
Each point represents one biological replicate, with different colors/shapes representing different
treatments. PC1 and PC2 explain 30.42% and 15.18% of the total variance, respectively. Dashed
lines indicate the zero points of the axes.



