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Supplementary Fig. S1 Comparison of inverted repeat/single copy (IR/SC) junction regions in
the 17 D. bulbifera plastomes. Gene order and boundary positions are illustrated across the
large single copy (LSC), small single copy (SSC), and inverted repeat (IRa/IRb) regions.The
four junctions (JLA, JLB, JSA, JSB) between LSC, SSC, and IRa, IRb regions are illustrated.

For each plastome, the adjacent genes and the distances (bp) from the junction boundaries are

indicated



