Supplemental Table S1 Detailed information of PIP genes identified in C. cristatella, R. breviuscula, J. effuses, O. sativa, and A. thaliana.

Intron MW
Gene name Other name Locus Position AA (kDa) pl GRAVY Al I ™ MIP Duplicate Mode
no. a
AtPIPI; 1 AT3G61430 Chr3:22733243..22735394(+) 286 3069  9.14 0.367 95.21 34.19 6 44.273  AtPIPI;S y WGD
PIPI, PIPla
AtPIPI;2 AT2G4 hr2:18910081..18911982(+ 2 : 1 4 62 25 44.2 AtPIPI;] D
(PIPI, PIPIb, AT G45960 Chr2:18910081..18911982(+) 8 3060  9.16 0.405 97.6 32.28 6 73 At o WG
AtPIPI;3 Pl AT1G01620 Chr1:225665..227543(-) 286 3063 9.02 0.381 94.90 32.25 6 44.273  AtPIPI;1 B WGD
AtPIPI;4 AT4G00430 Chr4:185285..187680(-) 287 3069  9.00 0.378 94.56 32.46 6 45.274  APIPI;] B WGD
PIPle, TMP-C
AtPIPI;S PIP1d, Per55 AT4G23400 Chrd:12220641..12222468(+) 287 3065  8.99 0.401 95.57 28.81 6 45.274 - -
AtPIP2; 1 AT3G53420 Chr3:19803473..19805730(-) 287 3047 8.60 0.506 97.94 30.27 6 31.266 - -
PIP2, PIP2a
AtPIP2;2 . AT2G37170 Chr2:15613368..15615022(-) 285 3045 767 0.460 96.21 29.17 6 29.264  AtPIP2;1 o« WGD
AtPIP2;3 AT2G37180 Chr2:15617635..15619155(+) 285 3043 7.69 0.501 96.53 29.72 6 29.264  AtPIP2;2 Tandem
PIP2¢, RD28
AtPIP2;4 pip2y AT5G60660 Chr5:24375368..24377206(-) 291 3095 822 0.490 96.29 29.29 6 31.266  AtPIP2;1 Dispersed
AtPIP2;5 P2 AT3G54820 Chr3:20301759..20304309(+) 286 3059 899 0.506 100.66  33.33 6 31.265  AtPIP2;6 o« WGD
AtPIP2;6 P2 AT2G39010 Chr2:16291280..16294101(+) 289 3105 828 0.462 98.86 31.21 6 30.265  AtPIP2;1 y WGD
e
AtPIP2;7 AT4G35100 Chrd:16708361..16710407(+) 280 2974 897 0.451 98.32 27.66 6 30.258 - ;
PIP3, PIP3a
AtPIP2;8 iP3 AT2G16850 Chr2:7301334..7303509(+) 278 2950  9.02 0.521 10043 2937 6 29.256  AtPIP2;7 o WGD
PIPI; 1 PIPI hr2:27044319..27047453(+ 2 : : 374 61 14 47.2 PIPI;2 D
OsPIPI; OsPIPla LOC 0502644630 Chr2:27044319..27047453(+) 89 3076  8.99 0.37 96.6 30 6 7.276  Os p WG
OsPIPI;2 ; Chrd:28046537..28048542(+ 288 3075 8.83 0.350 93.89 29.03 6 46.275 - -
s LOC_0s04g47220 g )
Transposed
OsPIPI;3 RWC-3 Chr2:35349673..35351454(+) 288 3076  8.86 0.398 95.59 30.35 6 46.275  OsPIPI;2
LOC_0s02g57720
OsPIP2; 1 OsPIP2a Chr7:15406442..15409801(+) 290 3029 862 0.607 10276 2631 6 35.271  OsPIP2;5 Proximal
LOC_0s07226690
OsPIP2;2 - Chr2:25162543..25166617(+) 280 3077 699 0.461 10339  31.43 6 33.270  OsPIP2;3 0 WGD
LOC_0s02g41860
OsPIP2;3 - Chr4:26099273..26101782(+ 29 3042 775 0.509 103.07 3291 6 34.271  OsPIP2;4 Dispersed
ST LOC_0s04g44060 g ) ST 1Spetse
OsPIP2;4 - Chr7:15358960..15360495(+ 286 2994  7.68 0.580 107.83  24.89 6 32.268 - -
s LOC_0s07g26630 g )
OsPIP2;5 - Chr7:15376916..15378292(+ 283 2972 695 0.525 103.11  28.18 6 30.265  OsPIP2;4 Proximal
) ' LOC_0s07g26660 ' ) s , roxima
OsPIP2;6 Chr4:8948206..8950028(-) 337 3650 9.9 0.251 92.02 4839 6 31.243  OsPIP2;2 Transposed
AY A LOC_OSO4g16450 . . . . . . 5 oo S 5
OsPIP2;7 - Chr9:21310129..21311548(+) 290 3032 9.06 0.602 106.69  25.06 6 37.268  OsPIP2;3 Dispersed
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