Table S7 The features of indel and snp in XG, CKX and HZP

region type gene loc type HZP CKX XG total

LSC intergenic trnH-GUG _psbA 131 snp G A A 4

LSC intergenic trnH-GUG _psbA 209 snp G A A

LSC intergenic trnH-GUG _psbA 351 indel AAGGA e e

LSC intergenic trnH-GUG _psbA 372 indel AAA AA- AA-

LSC intergenic psbA-trnK-UUU 1573 snp A C C 1

LSC gene matK 2126 snp A G G 5

LSC gene matK 2197 snp G A A

LSC gene matK 2970 snp A C C

LSC gene matK 3085 snp A C C

LSC gene matK 3311 snp G A A

LSC gene trnK-UUU 3901 snp C T T 1

LSC intergenic trnK-UUU rpsi6 4413 indel A A - 4

LSC intergenic trnK-UUU rpsl6 4440 snp T G G

LSC intergenic trnK-UUU rpsi6 4798 indel - A -

LSC intergenic trnK-UUU rpsl6 4818 indel - TTTATTCAATCA  TTTATTCA

ATCA

LSC intergenic rpsl6_rpsl6 5514 indel AAA A-- A-- 2

LSC intergenic rpsl6 _rpsi6 5894 snp T G G

LSC intergenic rpsl6_trnQ-UUG 6327 snp A G G 1

LSC intergenic rpsl7 _trnQ-UUG 6406 indel GAAATGAAATTTTTT GAAATGAAATTT  --—-mmmem- 1
TT--ATTTTATTAATA  TTTTT--ATTTTAT = -
AAAATA TAATAAAAATA -

LSC intergenic rpsl8 _trnQ-UUG 6496 snp C G G 1

LSC intergenic rpsl6_trnQ-UUG 6958 indel T - - 1
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