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Supplementary Figs. S2 Chloroplast genome map of citrus species. All the species showed the typical quadripartite structure of
the chloroplast genome. The genes belonging to different functional groups are shown in different colours. The thicker black lines
indicate the extent of the IR regions separating the LSC and SSC regions. Genes inside the circle are transcribed in clockwise
direction whereas the genes outside the circle are transcribed in counter-clockwise direction. LSC: Large Single-Copy, SSC: Small
Single-Copy, IR: Inverted Repeat regions



