Figure S1: Schematic representation of CIMS188 genomic structure, protein features,
and phylogenetic analysis with R2ZR3-MYB family proteins
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A Schematic representation of the CIMS188 genomic sequence characteristic.
B Schematic representation of the CIMS188 protein sequence characteristic.

C Multiple sequence alignment of CIMS188 and the R2R3-MYB family proteins. The black lines
indicate R2R3 conserved domains.

D Phylogenetic analysis of CIMS188 and R2R3-MYB family proteins. Species abbreviations: Cl,
watermelon; Cm, melon; Td, wheat; Zm, maize; Os, rice. The protein sequences from related species

corresponding to the red triangle were used for conserved sequence analysis in (C).



