
Figure S11. Analysis of sporopollenin-related genes in WT vs. clms188 and in WT vs.
clms1l1

A A schematic model of sporopollenin precursor biosynthesis and transport pathways in the
tapetum.
B-C Heatmaps showing the expression of DEGs related to sporopollenin biosynthesis in (B) WT
vs. clms188 and (c) WT vs. clms1l1. The color bar on the right represents expression levels, with
red and blue indicating high and low expression, respectively.


