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Supplementary Fig. S2 Tissue-specific expression patterns of candidate genes. Expression
patterns of (a) D1 (Glyma.01G214600), (b) D2 (Glyma.11G027400), (c) GmATPAF1

(Glyma.12G114600), and (d) GmLRR1 (Glyma.15G246100) across different soybean tissues. Gene
expression levels are presented as FPKM.



