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Figure S2 Differentially expressed genes(DEGs) with P < 0.05 between WT(Col0) and
GmJAZS over-expressing lines. A, overlapping DEGs between OE 6 and OE 28 at 24HAI. B,
GO assay of up-regulated overlapping DEGs at OHAIL C, GO assay of down-regulated
overlapping DEGs at 24HAI. D, GO assay of up-regulated overlapping DEGs at 24HALI.



