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Supplemental Fig 6. Transcriptome sequencing analysis of simads].

(a) Analysis of difference between simads! and WT in GrA period. (b) The bar chart indicates the
quantity of differentially expressed genes during the GrA period. (c) Analysis of difference between
simads] and WT in panicle period. (d) The bar chart indicates the count of differentially expressed genes

during the panicle period.



