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Figure S13. RT-gPCR analysis of time-course expressions of BnNNCEDL,
BnNnNCED2, BnNCED3, BnNCED5 and BnNCEDSG6 in seeds of Brassica napus.
Three biological replicates were performed, and means + SE are shown. The
significance of differences was determined by analysis of variance (P < 0.05). HFA, a
Brassica napus line with high seed oil content; LFA, a Brassica napus line with low
seed oil content; DAP, day after pollination.



