Supplemental Table 2. Sequences and primers for twenty molecular markers on twenty non-homologous chromosomes between Jack and ZH13.
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Position/gene ID  ZH13

59144101 ACCTTTTTTGAGGATTACGAGGATCATCATCAAC
TCCGTTCAATTCTTTAAACACATTTT

083688 GTTGAAAAGGACATGGCTGCTGCTAAAAAGCTC
AATAATACCTATTTCGT
GTTTTTCAGCATATCTTTCTAAGAACTGCAATTT

7439380 CCATTTCAGTTTTCTTTGTACTTTTAATCGCAGTT
GTCACAACACTCATCATAGCTACAATGAAAATTG
AGC

49607487 CTGAAGGATGTGCTGAGCAAGAGGTCATCAATT
CTGGTACACAAGATACAGAGCCAACTTGATTGT
ACAATGAGCCTGTTTGGATCTAAGGTTAGAAGT

2099972 GCTTTTAAGAGCTTATCTACTGAAAAATGGTTTA
TATTTCTAGTAGAAAAGATGTCAAAAGTACTTAT
AACTTATATCCAAACAGACC

49806102 Cc
TTCTGTGTTTTGGTTTACGAAATCCCTAATTTGA

Glyma.07G057300 CCTTTCTTTTCC

21353130 TTCCATAGTTTCCACCCCTATTGTAGCCATCGCT
GCCACTGTTATATCCACC

609003 A

51186781 G
GAAGAAAAATAAATCAGCTTTTCCAAGTAACTTA

2122478 GTTTCATCATGCACCTTGAGAAGTGTAATTCCAT
GGGCTCGCAAAAACTTAGAAGCTAGATTAGTAC
CTAAAGCCCA

877634 G
ATCATTTATTAGAGTTTTAGGATTTATAAAGAGA

e AATACAAGTACT

680594 Cc

6544099 T

Glyma.16G026300 GGAGGAGAGCTCAGCAAGAGGAGCCGC

TCTTCCCTTTGATCTTCCTCTTGTTCTTCTGCCT
TGTTCTGCCTTCCTAGAGAGAAAAACCCAGC

13939164 C

ACACAAAAAATAGTACTACACTTTGCAAGCTAAT
GTATATTATTGAAGACATGGCACATGTTTTTTTC

41595106

e TTTTCTTTTGTTCTTCTTAGGGAACAATTCAGAA
AGT
13188876 TATTGTGGCCTATCAGAACCGGGCTTCCTTCCA

CAAACTCGTG

Jack F
A AGCATGGACTTAAGAAAGGTTGG

G TTTTCAGCAGAGGAATATCCCATA
G CTGTCTTCAGATCGAACGTAGC

C GCAAAGATAGAATGTCATTGTCAAC
A TCCATGTCAATGCTTAATTGGC

CTCCACGCGCCCCCACGTCCCCGCCAAGAAC

CGCGCCCTGCGCGTTCAG ATCCACACCCAAATCCACTG
TTCTGTGTTTTGGTTTACGAAATCCCTAATTTG

ACCTTTCTTTTCT ACCCTCATTTTCTTCGCCAT

T CCACCAGAATTTTCATTGAATTGGT
ACCAAAGCGTAAATTCTTATTTTATCCTTTTTTA

ATTATAAATGTTACCG ACCCTTCACACCCAATTCAAAG
GGCTTCCGGTCTTGGCGGCACAGAGATGCAA

AGCTTCAACA CCAATCTAGTTATGATGGCTTTGGTTC
G GCAATCAGCCTTCCACTCCT

GGTAAATTCTAAATTTTGAATGATCTTAGTGGT
TGCAGTTAATCATTTTTGTGTTTGTAGTTGTTA
GTTGTTAAGATTAAGATGAATTGCTTTTGTTTT
GGTTAGGTAGTTTAGGAGTCTTCATC

A AAGCAACAGTATGCCCTTGAAA

CTCTTTCACGAGTTAGGATATGCTTCAAACCA
TCACAATCTTCTATAATTAAT
TGTTGTTATTGGCTTTAGTTACACATTTGTAAT
TTCAGTGATGCTTCTTGTCTTTTG

GGAGCCGC

GCTTCGAAACATCGTTTTTGTGG

CCTTCGATGGATAGCCGTTTC

TTCCATTGCAGATACAGGGTCA
AGCCATCACTATCATCATCCCAA
GTGGCCATATCTCGAATCCCT

—

CAGATTGACCTGAACTACCAAAACCACCAGAT

TGACCTGACCCAAAATTTCCAAAACCACT ~ CGCGTCATTCCCAAAAGCACTGA

A TTGCAGTGCCAAACGCAAAT

T CTACCCCTTTCTCAAGGCACA

R
GGATCTGCTACTGATAAAGACAAAA

GGCAGCCTCGTGTACTTTTC

CAACACAGGGACATCACCAGAA

CAAGTTGGCTCTGTGTCATC

GCTATTAAATCTGAGCAAGAGAAGT

AAGAACGGGAGGTTGTGCG

GATAGACAGACAGCCATAAC

GGTGATGGTGGATATAGGGGC

AAACATGCTGTCAGCCAGTAAC

CTCTGGTATATACTCCTCTCCTGCTC

CAAGTTGAAAACTTATGCCTTTATCATATTTGG

ACTCACCAACTACTGAGTACCAT

TGTGTGCTGCATCTTACTACCA

TGGGCTCATTGTTTACGGCA

AAATGTCAAATGATCCAGAGTGAGG
GTGTTAGAGTGAGGGAAGCTGC
GATTCGCGAAGGTTCTTTTCTTCT

CCAATCTAGTTATGATGGCTTTGGTTC

GGTGAGAATGATGCTAGATACACA

CCTTGACGTAGCAGGAGC



