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Supplemental Figure 7. Dynamic transcriptome analysis of genes involved in
abscisic acid signaling pathway of foxtail millet grains development. (a) Diagram of
the abscisic acid signaling pathway; (b) Hierarchical clustering analysis of the relative
expression levels of abscisic acid signaling pathway genes during grain development;
(c-f) The dynamic transcript levels of abscisic acid signaling pathway DEGs in the
different development stages of the foxtail millet grain. PYRs: Abscisic acid receptor
PYR family; PYLs: Abscisic acid receptor PYL family; PP2C: Protein phosphatase 2
C; SnRK2: serine/threonine-protein kinase SnRK2; ABF: ABA responsive element
binding factor.



