
Supplemental Figure 1 Five NILs for Parth7.1 identified in BC5F1 population. The Parth7.1

region was narrowed down to a 796.8-kb region based on phenotypic and genotypic data of these

NILs. N indicates the number of recombinant individuals. The significant differences at p < 0.05,

as determined by the Wilcoxon test, are indicated by different letters.


