A ;
(A) PC1(49.8%),PC2(18.9%) (B) Volcano plot (C)  Aerial peg vs Subterranean peg
%0 5,000 -
6000 Subterranean peg 4270 4410
4,000 -
5000 S
a down 3,000 -
w
4000 =
)
o 2,000 -
3000 100
2000 Aerial peg % : ; 1,000
IR T 0 -
-10000 -7500 -5000 -10 upP DOWN
PC1(49.8%) log2(FC)

Fig. S12 Analysis of upregulated and downregulated genes with bulk transcriptome between aerial
and subterranean pegs. A Principal component analysis (PCA) of transcriptomes of 6 RNA-seq
libraries; B, C Volcano plot of DEGs (4270 upregulated and 4410 downregulated genes) in

between aerial and subterranean pegs



