KOG function classification
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[l J: Transtation, ribosomal structure and biogenesis
[7] A:RNA processing and madification
K: Transcription
L: Replication, recombination and repair
B: Chromatin structure and dynamics
. D: Cell cycle control, cell division, chromosome partitioning
B ¥ Nuctear structure
[ V: Defense mechanisms
T: Signal transduction mechanisms
I M: Cell wallimembrane/envelope biogenesis
N: Cell motiity
Z: Cytoskeleton
W W: Extracelutar structures
U: Intracellular traficking, secretion, and vesicular transport
[T o: Postiransiational moification, protein tumover, chaperones
C: Energy production and conversion
@: arbohydrate transport and metabolism
[T E: Amino acid transport and metabolism
[l F: Nucieotide transport and metabolism
H: Coenzyme transport and metabolism
[ - ipid ransport and metabolism
[l P: inorganic ion transport and metabolism
. Q: Secondary tes bi is, transport and cataboli
[ R: General funciion prediction only
Il s: Function unknown

Fig. S1. KOG assignments of assembled unigenes. Out of 443,789 de novo assembled

unigenes, 22,939 were assigned to 25 KOG categories. GO annotation of assembled

unigenes by Blast2GO during bulbil formation of L.lancifolium. KOG, clusters of

euKaryotic orthologous groups; GO, gene ontology.





