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Figure S3 Conserved motif and gene structure analysis of 170 CysMYBs. (a): Proteins
and subgroups. (b): Schematic representation of conserved motifs in CysMY B proteins.
Different motifs are indicated with of different color boxes, and non-conserved
sequences are represented by black lines. (¢): Exon/intron structures of the CysMYB

genes.



