87 — AfimCIN1 Aristolochia fimbriata

L— AfimCYCL1 Aristolochia fimbriata
CmTCP20 Chrysanthemum morifolium

O ASTCP15 Arabidopsis thaliana PCF
AtTCP14 Arabidopsis thaliana
99 i PeCIN8 Phalaenopsis equestris
ﬂ: AmCIN Antirrhinum majus
79 AtTCP4 Arabidopsis thaliana
JI: GhCIN1 Gerbera hybrida C I N
99 GhCIN2 Gerbera hybrida
e AtTCP13 Arabidopsis thaliana
_{: AtTCPS5 Arabidopsis thaliana
AtTCP17 Arabidopsis thaliana
EscaCYL1 Eschscholzia californica
HaCYC1a Helianthus annuus
CmCYC2c Chrysanthemum morifolium
160 HaCYC2c Helianthus annuus
ﬂl: GhCYC2 Gerbera hybrida
GhCYC3 Gerbera hybrida
AmCYC Antirrhinum majus
98 ———— TfCYC2 Torenia fournieri
ml: PhCYC2A Primulina heterotricha
54 CpCYC2 Chirita pumila
g2 SsCYC Sinningia speciosa CYC
ml: PhCYC1C Primulina heterotricha
CpCYCH1 Chirita pumila
100': AtTCP1 Arabidopsis thaliana
1aTCP1 Iberis amara
67 49(;: LjCYC3 Lotus japonicus
PsCYC3 Pisum sativum
- 100 LjCYC2 Lotus japonicus
68 _|: PsCYC2 Pisum sativum

72 LjCYC1 Lotus japonicus
PsCYC1 Pisum sativum
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Supplemental Figure S1. Phylogenetic relationships among TCP genes mentioned

in this review.

The phylogenetic tree was constructed using MEGA11 with the maximum likelihood

method with 1000 bootstraps. The tree is divided into three major clades: PCF (marked in

gold), CIN (marked in red), and CYC (marked in blue). Bootstrap support values are

shown at each node. Only TCP genes with full-length amino acid sequences were used

for analysis. Gene names and their corresponding species are indicated.



