Table S9 Functionally identified R2R3-MYBs in other plants.

Gene Species/Cultivars Genome id/Accession number/Protein Sequence
MESVTLGVRKGAWTEEEDKLLKKCIEKYGEGKWHQVPLRSGLNRCRKSCRMRWLNYLRPNINRGNFTAD
AcMYBF110 Actinidia chinensis EVDLIIRLHKLLGNRWSLIAGRLPGRTSNDVKNYWNTHLQKKLITYPRAQPIPKTQKTIVPKGTEAQPRAHPK
SPPRPSPPSNNEILWWDNKTVSPQIDNIGIHWSIDGSIFEEPILGNLQSAGDSFLOQQNQSDWSDIFLEDVNL
RDLLGDD
AtMYB123 Arabidopsis thaliana AT5G35550
AtMYB4 Arabidopsis thaliana AT4G38620
AtPAP1 Arabidopsis thaliana AAG42001.1
MDSVCCVPLGVRKGAWTGEEDSLLKNCIEQYGEGMWHQIPSRAGLNRCRKSCRLRWLNYLRPNIKRGNF
CsMYB75 Camellia sinensis TMDEVDLIIKLOKLLGNRWSLIAGRLPGRTANDVKNYWNTNLQKKLITQREKVKAKTQEKMETIHIRPRPRIF
SKNQPRLMDKTAIIENIRTRDNLSEPFPLPLPLPPSRDDGISWDNIVVNSKINNGITWSANGLIEEANIGNW
DGKIRPGTHTSCGNFIDEDQSDWSDIFFNNVNLWDLLGDE
FaMYB1 Fragaria x ananassa AAK84064.1
FaMYB10 Fragaria x ananassa ABX79947.1
FaMYB11 Fragaria x ananassa AFL02461.1
LAP1 Medicago truncatula ACN79541.1
MSHLLGASAYSATSAEGYIGVRKGAWTEEEDNLLKKCIEIYGEQKWHQVFVRAGLNRCRKSCRLRWLNYLK
PNIKRGEFMEDEVDLILRLHKLLGNRWSLIAGRLPGRTANDIKNYWNTHLRKKAVASKQESKTMTSTTTTQ
LcMYB1 Litchi chinensis STQKINVIKPQPRTFAKKTSEWVNTKITMEENSRDHLGHPNLCKASPSTSLDTPDNNEMIMWWERLLESG
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MEGSSKGLRKGAWTAEEDSLLRQCIDKYGEGKWHQVPLRAELNRCRKSCRLRWLNYLKPSIKRGKLNSDE
VDLLLRLHKLLGNRWSLIAGRLPGRTANDVKNYWNTHLSKKHEPGCKTCMKKEKRNIPCSSTTLACKIDVFK
PRPRSFTVNNGCSHIIGMPKPDVVPLCLRFNNTKNVCENIATCNKDDDKSELVCNLMDGCNMWWESLLD
ESQDPAALYPEATATKKAVTSEFDVDHLWSLLDGETGT




