AtSEP1
AtSEP2
AtSEP3
AtSEP4
DcSEP1
DcSEP3-1
DcSEP3-2
DcSEP4-3
DcSEP4-1
DcSEP4-2
BvCMB1
BVAGL9
BVSEP1

AtSEP1
AtSEP2
AtSEP3
AtSEP4
DcSEP1
DcSEP3-1
DcSEP3-2
DcSEP4-3
DcSEP4-1
DcSEP4-2
BvCMB1
BVAGL9
BvSEP1

AtSEP1
AtSEP2
AtSEP3
AtSEP4
DcSEP1
DcSEP3-1
DcSEP3-2
DcSEP4-3
DcSEP4-1
DcSEP4-2
BvCMB1
BVAGL9
BvSEP1

MADS domain | domain

GS....IEVNNKPAKELEN
GS . ...IEVNNKPAKELEN
GAPEPNVPSREALAVELS.
T....MDPN.QSAKDLQD
GA....VEIN.KPSKELES
GAPDNNVVST .REALELS.
APDDSVSTR.EQALELS.
GA....LETT.DILNNSQA

GA....LEAS.GALNDSQA
GS....LETS.QPSKETEQ
GA....LEAS.QPSKETEN
GAPDNTVSTR.EALKELS.
GG. ...VEVN.KPSKELES

K domain

GRYENINORQQINNIRL, DIfGPLNSKEME QIRAROT, DG IAMKIBDDMIGV . RSHHM

DIRGPLNSKEME QIRNRG]L, DGRRRKOVINC T KTQYMLIBIOIN S IR0 G KIRH T SMKIREDMIGV .RHHHI

ERYDAINOR T QOINNIRL DIMGPLSTKEME SIRAROT.DS KOIINALRTQEMLIsIOMN IR0 S KINRMMTE TINK TIMRLRIBADGYQM . PLOLN

SRVE IIM6JH S QINHINL EIMSEMDVNERE HIRNR (@) ROTINS TKARSMLBIOR S IBIFK T KIHE RRKIMEDSDAALTQSFW

GRYEAMOR T HINI®L, DIRGPLNVKEDHIBRROLE S KQTIINC IKTQSMLIsIOM T |BIRO S KIHH KAEMERIMVK.DSQMR

RYEAINMOR T HIXNIH DIFGPL S SKEME SIRNRG]T. D KHIINS TRTQYMLBIOMRA BIRO R KIHO KOQRIBTEANQA . TSSQW

RYEAIMOR T HINNI®T, DIMGGLNTKERE SIRAROT.DS KQVINS ITRTQYMV|sIOMN T |BIRO R QINH T KORIMIESNQS .GTFQW

RVEVIHEIO S QINNINL DIRAPLT IKDIMOQOINNOGLE T KQIINS TKT S HLLIsIOR R IBIRO K RIHO IKEWEESN. . .NNHQY

RVEVIHEO S QINNINL DIRAPLN I KDIDQOIRNHOLE KATINS TKTQOMLBIOIR A BIRO R KIHO T MOKIMEESS . . . PHNQF

KVDVIHOR SHINNINLEGHDIGEL S TKERE QIR HOL DKEIRRO TIAS I KTQNMI,| AIINO KKERE LESNR KTKIBEESC....... A

KVDVIHORNQIRNNIFLEGHDISELS TKERE QIR¥HOLDKEIMRO TIAS I KTQYMI| IAIBINO R KIHE LESNR KSKIBEETC....... A

RHEAIMOR THIXNIEMENDING PL S SKEWE SIR¥R L DVEIRKO TINS TRTQYM TIRRORKIHHMIBNEANR TIRKORIMTEANQA . SSLOW

RHESIHOR TQINNINLEHDING PLNVKEMDOIRIROLE SRIRKO TINS TKTQ SMI| TRARO N KIHH MEANKTIMKTEDRIMVK . DTQQF

C-terminal domain SEPI motif SEPIl motif

GGGGGWEGGEQ.NVTYA...... HHQAQSQJLYQPLECNP . TLOMGYDNPVCSEQITATTQAJQAQQOGNGY . IPGQMLY. . . . .
GGG. .WEGGDQONIAYG...... HPQAHSQQLYQSLECDP. TLQIGYSHPVCSEQMAVTVQGJSQQOGNGY . IPGQMLY. . . . .
PNQ..EEVDHYGRHHHQ....... QQOQHSQAFFQPLECEP. ILOIGYD . GOQODGMGAGP. .. .. .SVNNY.MLGRLPlDTNS
GSSAAEQOQOHQOQOQGMSSYQSNPPIQEAQFFKPLQOGNV . ALOMSSHYNHNPANATNSATTY.ONVNGEFE . FPGQMV]. . . . .
QQT..WEG.QQ.HEQON...... VQYAHSQHLFQPIDCNP.SLHLGYN.AETSDHLTVPTS. JHAQVPGF . LPGQMOM. . . .
NGQ..HDVG.YGRDHN....... POAQGDHYFFHPLECEP . TLOIGYDODOMNVTTAGP. .. .. .SVNNF.MTGQLM. . . ..
NG...HEVG.YGRDNDNPTHAAHHHHHPDHAFFHPLQSQPTTLHIGYDQODQINVTQDGP. .. .JJ. . SMNNF .MTGQLF}. . . . .
STRLGWESQEQQ. . ..o v v v IIPIQSEAFFQPLSCNQQPSQISYDHP.LSPSEVDIAATY.QQIARFNIHGRMIY. . . . .
PSRITWEGEDHQNIPF...... NRIPTQSEAFFHPLCSNQ.PLOISYNHQOMGSNEANVATTIQOQOQOVSGYNIHGRMIY. . . . .
SFRPNWDG. « v vt i et e et e een ROPGDYFFEPLPCNNN.LOIGYNEA. . TODQMN . ATTYTONGHGEF . AQGMLY. . . . .
SLRONWEAEPQNAPPT....... YVRQPAEJFFEPLPCNNNSLHIGYNAV. . TODHLNNATTYTHNENSFE . TPTIgMLY. . . . .
NV...HDIG.YDRQPA......... QPHDDYFFHPLDCEP . TLOMGYDNDAVNAAAGG. . .. . . .SVNNF .MPNQLP}. . ...

RQT..WDGSEQ.NVHYG...... QOHAQSQ(

LEQPLDCNP . TLOIGY]

N.PESSEQMTVATS. |

HTQVPGEF . LPG|

90
90
93
90
89
92
92
89
89
89
89
92
89

183
183
186
184
182
185
185
180
180
177
176
185
182

251
250
250
258
245
244
251
244
250
232
243
240
250



