Supplementary Table S1. Identification of known miRNAs.

BC25T BC15T
Gene ID Length(nt) Mature Sequence

Count Count
miR156 21 CTGACAGAAGAGAGTGAGCAC 95 39
miR156a 21 TGACAGAAGAGAGTGAGCACA 33 20
miR156a-5p 20 TGACAGAAGAGAGTGAGCAC 1405 1328
miR156b 2 21 TGACAGAAGAGAGTGAGCATA 24 16
miR156b-3p 7 22 GCTCACTTCTCTCTCTGTCACC 1 0
miR156¢-3p 2 22 GCTCACTTCTCTCTCTGTCAGC 0 8
miR156f-3p 1 22 GCTCACTTCTCTTTCTGTCAGC 40 106
miR156f-3p 2 22 GCTCACTGCTCTATCTGTCAGC 154 218
miR156f-5p 20 CTGACAGAAGAGAGTGAGCA 16 10
miR156k 1 20 TGACAGAAGAGAGGGAGCAC 0 1
miR156q 21 TGACAGAAGAGAGTGAGCACT 3 4
miR159a 1 21 TTTGGATTGAAGGGAGCTCTA 43787 58067
miR160 21 TGGCATACAGGGAGCCAGGCA 1243 1500
miR160b 1 20 TGCCTGGCTCCCTGTATGCC 36 89
miR160f-5p 21 TGCCTGGCTCCCTGAATGCCA 7 4
miR162 1 21 TCGATAAACCTCTGCATCCGG 281 179
miR164a 2 21 TGGAGAAGCAGGGCACTTGCT 1 1
miR164a 4 21 TGGAGAAGCAGGGCACGTGCA 12307 5689
miR164b 20 TGGAGAAGCAGGGCACGTGC 191 105
miR166 22 TCGGACCAGGCTTCATTCCCCC 203 247
miR166a 19 TCGGACCAGGCTTCATTCC 843 646
miR166a-3p 21 TCGGACCAGGCTTCATTCCCC 221925 384731
miR166d-5p 2 21 GGAATGTTGTCTGGCTCGAGG 8749 5472
miR166e 19 GGACCAGGCTTCATTCCCC 491 418
miR166e-3p 21 CTCGGACCAGGCTTCATTCCC 365 667
miR166g-3p 21 TCGGACCAGGCTTCATTCCTC 61121 79601
miR166h-3p 20 TCGGACCAGGCTTCATTCCC 36 138
miR166h-3p 1 21 TCTCGGACCAGGCTTCATTCC 3859 5317
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miR319a 1
miR319a-3p
miR319a-5p 1
miR319a-5p 4
miR319b-5p 1
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