Supplemental File 1. Statistics of the assembly quality of C. lanuginosa Lindl. sequences

	
	Sample
	Total Number
	Total Length(nt)
	Mean Length(nt)
	N50
	Total Consensus Sequences
	Distinct Clusters
	Distinct Singletons

	Contig
	Maoye
	91,090
	38,696,685
	425
	945
	-
	-
	-

	Unigene
	Maoye
	62,050
	44,140,368
	711
	1301
	62,050
	17,542
	44,508


