Table S16. GO enrichment analysis of downregulated CC genes.

correc
P _val  Enrichment HitsGenesCountsInSe HitsGenesCountsInBa  AllGenesCountsinSe  AllGenesCountsInBa
Class GO_Name GO_ID ted p-
ue Score lectedSet ckground lectedSet ckground
value
Molecular GO:1901  8.11E
salt transmembrane transporter activity 10.61 5 48 29 2955 0.02
function 702 -05
Molecular monoatomic ion transmembrane transporter  GO:0015
0.01 3.61 5 141 29 2955 0.08
function activity 075
Molecular sequence-specific double-stranded DNA GO:1990
0.00 4.81 5 106 29 2955 0.08
function binding 837
Molecular inorganic molecular entity transmembrane ~ GO:0015
0.01 4.04 5 126 29 2955 0.09
function transporter activity 318
Molecular GO:0022
transmembrane transporter activity 0.00 3.55 7 201 29 2955 0.09
function 857
Molecular GO:0043
sequence-specific DNA binding 0.01 3.80 5 134 29 2955 0.09
function 565
Molecular GO:0005
transporter activity 0.01 3.04 7 235 29 2955 0.09
function 215
Molecular GO:0043
cation binding 0.01 3.23 6 189 29 2955 0.09
function 169
Molecular GO:0016
ATP hydrolysis activity 0.03 247 6 248 29 2955 0.10
function 887
Molecular GO:0046
metal ion binding 0.03 2.80 5 182 29 2955 0.10
function 872
Molecular GO:0003
double-stranded DNA binding 0.02 3.09 5 165 29 2955 0.10
function 690
Molecular GO:0140
ATP-dependent activity 0.04 2.26 6 270 29 2955 0.11
function 657
Cellular GO:0005
plasma membrane 0.00 3.26 9 287 32 3329 0.16
component 886
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