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Figure S8. Allele
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A\Undgie SNPs in the nuf2 on AC

SNP (CC > AC) Counts (CC vs. AC)
1695SS11_7S32 1695SS11_7S32L

158:C>T 161vs.390 163vs.0
209:C>G 199vs.455 195vs.0
219:A>G 197vs.503 144vs.0
393:A>T 180vs.729 124vs.0
406:G>A 180vs.557 127vs.0
489:T>C 185vs.557 141vs.0
868:C>T 225vs.600 189vs.0
873:G>A 229vs.604 140vs.0
928:A>C 235vs.615 145vs.0
1008:C>A 269vs.754 167vs.0
1103:A>C 205vs.570 120vs.0

expression analysis of msh4 and nuf2. (a), The relative expression of AC- and CC-encoded msh4 and nuf2 in

different strains. 776-NT, strain 776 cultured at 25°C; 776-HT, strain 776 cultured at 33°C. The 776-NT and 776-HT datasets are
obtained from Li et al. %), others are from this study. (b), Variation in nuf2 genes in the CCs of strains 1695SS11, 7S32, and 7545,
and in the AC. (c), (d), Expression of gene nuf2 in AC-containing and AC-lost strain pairs. Unique SNP sites are in boxed. In the

AC-containing strain 1695SS11 x 7S32, AC-specific SNP sites showed clear supporting read counts, whereas no such counts were

detected in the corresponding AC-lost strain (d), indicating that AC-encoded nuf2 was indeed expressed and that this expression

was lost following AC loss.
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