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Figure S7. Domain architecture and structural conservation of MSH4 and NUF2. (a), Domain organization of MSH4 encoded on

CC and AC, compared with Saccharomyces cerevisiae S288C homolog (NP_116652.1) (b), Domain organization of NUF2 encoded
on CC and AC, compared with S. cerevisiae S288C homolog (P33895.1)



