250

145.26 18557 | 170.26 | 18507 | FUN_011063 Hexokinase fjﬁ?,

97.26 | 9964 | 10238 101.68 107.90 | FUN_008509 6-phosphofructokinase é:gg

1539.05 177.72 | 1129.05 | 1122.74 | 1428.56 | 1184.62 | 1441.01 | FUN_000700 Pyruvate kinase 0.00

230.28 | 24553 | 229.34 21395 214.56 FUN_004341 Pyruvate dehydrogenase subunit alpha :?tgg
188.62 | 186.59 | 18525 | FUN_007362 Pyruvate dehydrogenase subunit beta -; gg

1306.64 | 1221.53 | 1324.29 | 113511 [ 1004.90 | 1143.44 FUN_OOBOOOCitrate(Si)—synthase

390.26 | 360.04 | 410.00 | 359.71 MK& 362.14 | FUN_007366 Isocitrate dehydrogenase (NAD(+)) idh1 -

65581 | 631.83 | 600.40 570.56 674.68 | FUN_004717 Cytochrome b-c1 complex subunit 10
53941 | 519.76 | 519.43 | 577.38 | 537.64 | 517.78 578.33 | FUN_000696 Cytochrome c oxidase subunit 6A
69.75 7323 8029 | 7750 | 8443 86.41 | FUN_001285 Cytochrome c oxidase assembly protein cox19
988.81 973.38 1045.93 | 1051.21 | 917.96 1158.10 | FUN_003292 Cytochrome ¢ oxidase subunit 7A

119.97 | 12857 | 126.12 | FUN_004057 Cytochrome oxidase assembly protein cox11

85265 | 816.75 | 84347 (89760 | FUN_004246 Cytochrome c oxidase subunit 4
6238 | 64.39 6530 | 6442 | 64.13 | FUN_004340 Cytochrome oxidase assembly protein 1
83.51 7637 | 8407 | 8291 | 87.06 | 8111 FUN_006780 Cytochrome c oxidase assembly protein cox15
679.47 650.21 698.47 | 609.48 FUN_008008 Cytochrome ¢ oxidase subunit 6B
76.73 8049 | 7884 | 8513 | 7499 | 8764 ,. 86.70 | FUN_008236 Cytochrome c oxidase assembly protein cox11
541.59. 605.39 | 59249 | 57128 563.65 654.53 | FUN_008253 Cytochrome c oxidase subunit 5B
569.99 597.38 605.86 | 55054 | 56179 | 522.32 | FUN_001283 Ubiquinol--cytochrome-c reductase catalytic subunit rip1
24062 | 237.89 44137 | 401.92 471.80 | FUN_000174 Cytochrome c oxidase subunit 6
690.07 71233 | FUN_004822 Cytochrome b-c1 complex subunit 7
498 325 210 FUN_006233 Ubiquinol--cytochrome-c reductase subunit 8
28071 | 27832 | 280.16 | 267.81 FUN_007066 Qcr9 subunit 9
360.04 250.81 305.92 FUN_011445 Cytochrome b-c1 complex subunit 8
372.07 | 367.00 | 34821 331.84 144594 | FUN_012291 Ubiquinol--cytochrome-c reductase subunit 6
M 1695SS11x 7832L vs. 16958S11x 7832
16958S11x 7832 16958S11x 7S32L 1695SS11x 7845 1695SS11x 7S45L 16955511 7S45L vs. 1695SS11x 7S45 -O'.S 6 0.'5 ,i 1.23 é 2_5')
logz(fc)

Figure S14. Transcriptional changes of key enzymes involved in glycolysis and the tricarboxylic acid (TCA) cycle. Significance
was assessed using DESeq?2 (n.s., not significant; *, ¢ < 0.05, **, ¢ <0.01, *** ¢ <0.001, **** ¢ <0.0001).
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