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Figure S23. Hi-C interaction partitioning of the 10 heterozygous chromosomes in the 7S14 genome. For each chromosome copy in

setl or set2, stacked bar plots show the proportion of Hi-C interactions with each non-homologous chromosome assigned to setl

(blue) or set2 (orange). For example, in the Chr01 setl panel, each bar represents the relative interaction proportion of Chr01 setl

with the corresponding non-homologous chromosome in setl versus set2. Dashed lines indicate equal interaction proportion between

the

two sets.
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