Tree scale: 0.1 100/1- Asterostroma rhizomorpharum CLZhao 31212
e 97/0.97 93/ 'Asterostroma rhizomorpharum CLZhao 31216*
' Asterostroma yunnanense CLZhao 22781*
91/1 | Asterostroma yunnanense CLZhao 22846
Asterostroma cervicolor He2314
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Asterostroma paramuscicola CLZhao 8594*
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Asterostroma arundinicola Dai 34001
9W 1, Asterostroma brevispinum Dai 35725
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81/0.96 Asterostroma brevispinum Dai 35726*
Asterostroma bicystidiatum Dai 38604
tAsterostroma bicystidiatum Dai 34943

82/0.97 Asterostroma bicystidiatum Yuan 3366*
777- /1L gsterostroma bicystidiatum Dai 40021

Asterostroma medium FRDBI 18772203

73/- 100/1 Asterostroma medium FRDBI 23891920
AAstemstroma bambusicola He4128*

95/1! Asterostroma bambusicola He4132

100/1 Asterostroma andinum HHB-8546-sp
76/- Asterostroma andinum He 2012092117
Asterostroma sp. biocode09-340
Asterostroma papillatum Dai 38603* sect. Laevispora

100/1 | Asterostroma vararioides He 4136
_‘83/ 1 Asterostroma vararioides He4140*
Asterostroma laxum EL33-99

/1 100/1 Gloiothele lamellosa LR35533 A Gloiothel
MGloiothele lactescens EL8-98 X oiotnele
Scytinostroma portentosum EL11-99 A Scytinostroma

Dichopleuropus spathulatus CBS 128709 A Outgroup

Supplementary Fig. S2 The phylogeny of Asterostroma was reconstructed using Maximum Likelihood analysis of
combined ITS+nLSU sequences. Bayesian analysis ran for 45 million generations (ASDSF < 0.01, ESS > 200). Branch
nodes are annotated with Bootstrap support (= 50%) and Bayesian posterior probabilities (= 0.9). Black triangle (A) =

type species; blue = new species.



