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Fig. S1. Expression pattern of Flfbpl during F. /ateritium interaction with different
host plants. (a) Flfbpl expression in F. lateritium upon interaction with tomato
(Solanum lycopersicum, Sl). Left: RNA-seq transcript abundance (logl O[FPKM+1]);
Right: qRT-PCR validation of relative expression. (b) Flfbpl expression in F.
lateritium upon interaction with sorghum (Sorghum bicolor, Sb). Left: RNA-seq
transcript abundance (loglO[FPKM+1]); Right: qRT-PCR validation of relative
expression. (c) Flfbpl expression in F. lateritium upon interaction with oilseed rape
(Brassica napus, Bn). Left: RNA-seq transcript abundance (logl0[FPKM+11]); Right:
qRT-PCR validation of relative expression. Data are means + SD of three biological
replicates. *** indicates extremely significant difference compared with the
corresponding control at each time point (P <0.01).



