Table S1. Species used in molecular clock analysis.

	Order/family
	Species
	Voucher
	GenBank Accession No.
	References

	
	
	
	ITS
	nLSU
	TEF1
	

	Sordariales/ Sordariaceae
	Neurospora crassa
	OR74A
	HQ271348
	AF286411
	XM959775
	[1,2]

	Ustilaginales/ Ustilaginaceae
	Ustilago maydis
	AFTOL 505
	AY854090
	AF453938
	AY885160
	[3,4]

	Tremellales/ Tremellaceae
	Cryptococcus humicola
	AFTOL 1552
	DQ645516
	DQ645514
	DQ645519
	[5]

	Tremellales/ Tremellaceae
	Dacryopinax spathularia
	AFTOL 454
	AY854070
	AY701525
	AY881020
	[3]

	Dacrymycetales/ Dacrymycetaceae
	Calocera cornea
	AFTOL 438
	AY789083
	AY701526
	AY881019
	[3]

	Cantharellales/ Clavulinaceae
	Multiclavula mucida
	AFTOL 1130
	DQ521417
	AY885163
	—
	[3]

	Cantharellales/ Hydnaceae
	Hydnum repandum
	BB 07.341
	—
	KF294643
	JX192980
	[6,7]

	Sebacinales/ Sebacinaceae
	Craterocolla cerasi
	TUB 020203
	[bookmark: OLE_LINK411]KF061265
	KF061265
	—
	[8]

	Geastrales/ Geastraceae
	Pyrenogaster pityophilus
	OSC 59743
	—
	[bookmark: OLE_LINK412]DQ218519
	DQ219232
	[9]

	Geastrales/ Geastraceae
	Geastrum recolligens
	OSC 41996
	—
	DQ218486
	DQ219230
	[9]

	Auriculariales/ Auriculariaceae
	Auricularia heimuer
	Xiaoheimao
	LT716074
	KY418890
	KY419083
	[10]

	Gomphales/ Gomphaceae
	Ramaria rubella
	AFTOL 724
	AY854078
	AY645057
	AY883435
	[3]

	Gomphales/ Gomphaceae
	Gautieria otthii
	AFTOL 466
	—
	AF393058
	AY883434
	[3,11]

	Hysterangiales/ Hysterangiaceae
	Aroramyces gelatinosporus
	H4010
	—
	DQ218524
	DQ219118
	[9]

	Hysterangiales/ Mesophelliaceae
	Chondrogaster pachysporus
	OSC 49298
	—
	[bookmark: OLE_LINK414]DQ218538
	DQ219136
	[9]

	Phallales/ Phallaceae
	Dictyophora duplicata
	OSC 38819
	—
	DQ218481
	DQ219265
	[9]

	Phallales/ Phallaceae
	Phallus costatus
	MB 02040
	—
	DQ218513
	DQ219279
	[9]

	Trechisporales/ Hydnodontaceae
	Brevicellicium olivascens
	KHL 8571
	HE963792
	[bookmark: OLE_LINK417]HE963793
	—
	[12]

	Trechisporales/ Hydnodontaceae
	Trechispora alnicola
	AFTOL 665
	DQ411529
	AY635768
	DQ059052
	[3]

	Russulales/ Bondarzewiaceae
	Bondarzewia montana
	AFTOL 452
	DQ200923
	DQ234539
	DQ059044
	[13]

	Agaricales/ Agaricaceae
	Lepiota cristata
	ZRL20151133
	LT716026
	KY418841
	KY419048
	[10]

	Agaricales/ Strophariaceae
	Gymnopilus picreus
	ZRL2015011
	LT716066
	KY418882
	KY419077
	[10]

	Amylocorticiales/ Amylocorticiaceae
	Anomoloma flavissimum
	Cui 12188
	KT954956
	KT954970
	—
	[14]

	Amylocorticiales/ Amylocorticiaceae
	Amylocorticium cebennense
	HHB 2808
	GU187505
	GU187561
	GU187675
	[15]

	Atheliales/ Atheliaceae
	Athelia arachnoidea
	CBS 418.72
	GU187504
	GU187557
	GU187672
	[15]

	Atheliales/ Atheliaceae
	Leptosporomyces raunkiaeri
	HHB 7628
	GU187528
	GU187588
	GU187719
	[15]

	Boletales/ Gomphidiaceae
	Gomphidius roseus
	MB 95-038
	DQ534570
	[bookmark: OLE_LINK418]DQ534669
	GU187702
	[15,16]

	Boletales/ Suillaceae
	Suillus pictus
	AFTOL 717
	AY854069
	AY684154
	AY883429
	[3]

	Corticiales/ Corticiaceae
	Corticium roseum
	MG43
	GU590877
	AY463401
	—
	[17,18]

	Corticiales/ Vuilleminiaceae
	Cytidia salicina
	He 4908
	[bookmark: OLE_LINK419]MW507083
	MW507025
	—
	In Genbank

	Corticiales/ Vuilleminiaceae
	Vuilleminia comedens
	Hallenberg 12314
	HM046898
	AY586725
	—
	[17,18]

	Corticiales/ Punctulariaceae
	Punctulariopsis subglobispora
	Hallenberg 12761
	HM046917
	HM046932
	—
	[19]

	Gloeophyllales/ Gloeophyllaceae
	Gloeophyllum sepiarium
	Wilcox-3BB
	HM536091
	HM536061
	HM536110
	[20]

	Gloeophyllales/ Gloeophyllaceae
	Gloeophyllum striatum
	ARIZAN 027866
	HM536092
	HM536063
	HM536111
	[20]

	Jaapiales/ Jaapiaceae
	Jaapia argillacea
	CBS 252.74
	NR_119766
	GU187581
	GU187711
	[15,21]

	Polyporales/ Meripilaceae
	Grifola frondosa
	AFTOL 701
	AY854084
	AY629318
	AY885153
	[3]

	Polyporales/ Polyporaceae
	Trametes versicolor
	ZRL20151477
	LT716079
	KY418903
	KY419091
	[10]

	Thelephorales/ Bankeraceae
	Boletopsis leucomelaena
	AFTOL 1527
	DQ484064
	DQ154112
	GU187763
	[3,15, 22]

	Thelephorales/ Thelephoraceae
	Thelephora ganbajun
	ZRL20151295
	LT716082
	KY418908
	KY419093
	[10]

	Hymenochaetales/ Oxyporaceae
	Rigidoporus corticola
	ZRL20151459
	LT716075
	KY418899
	KY419087
	[10]

	Hymenochaetales/ Oxyporaceae
	Rigidoporus ginkgonis
	Cui 5555
	KT203295
	KT203316
	—
	In Genbank

	Hymenochaetales/ Oxyporaceae
	Bridgeoporus sinensis
	Cui 10013
	[bookmark: OLE_LINK421]KY131832
	KY131891
	—
	[23]

	Hymenochaetales/ Oxyporaceae
	Leucophellinus hobsonii
	Cui 6468
	KT203288
	KT203309
	—
	In Genbank

	Hymenochaetales/ Hyphodontiaceae
	Hyphodontia densispora
	LWZ 20170908-5
	MT319426
	MT319160
	—
	[24]

	Hymenochaetales/ Hyphodontiaceae
	Hyphodontia sp.
	LWZ 20170814-15
	MT319417
	MT319148
	—
	[24]

	Hymenochaetales/ Chaetoporellaceae
	Kneiffiella abieticola
	KHL 12498
	DQ873601
	DQ873601
	—
	[25]

	Hymenochaetales/ Chaetoporellaceae
	Kneiffiella barba-jovis
	KHL 11730
	DQ873609
	DQ873610
	—
	[25]

	Hymenochaetales/ Chaetoporellaceae
	Kneiffiella eucalypticola
	LWZ 20180509-11
	MT319410
	MT319142
	—
	[24]

	Hymenochaetales/ Chaetoporellaceae
	Kneiffiella subalutacea
	LWZ 20170816-9
	MT319407
	MT319139
	—
	[24]

	Hymenochaetales/ Schizoporaceae
	Fasciodontia brasiliensis
	MSK-F 7245a
	MK575201
	MK598734
	—
	[26]

	Hymenochaetales/ Schizoporaceae
	Fasciodontia bugellensis
	MSK-F 5548
	MK575204
	MK598736
	—
	[26]

	Hymenochaetales/ Schizoporaceae
	Lyomyces crustosus
	LWZ 20170815-23
	MT319465
	MT319201
	MT326400
	[24]

	Hymenochaetales/ Schizoporaceae
	Lyomyces leptocystidiatus
	LWZ 20170814-14
	MT319429
	MT319163
	MT326395
	[24]

	Hymenochaetales/ Schizoporaceae
	Lyomyces microfasciculatus
	LWZ 20170820-18
	MT319451
	MT319185
	MT326387
	[24]

	Hymenochaetales/ Schizoporaceae
	Lyomyces sambuci
	LWZ 20180905-2
	MT319438
	MT319172
	MT326389
	[24]

	Hymenochaetales/ Schizoporaceae
	Xylodon flaviporus
	LWZ 20150708-1
	MT319553
	MT319277
	MT326405
	[24]

	Hymenochaetales/ Schizoporaceae
	Xylodon heterocystidiatus
	LWZ 20171015-33
	MT319518
	MT319264
	MT326382
	[24]

	Hymenochaetales/ Schizoporaceae
	Xylodon kunmingensis
	LWZ 20170820-41
	MT319512
	MT319259
	MT326399
	[24]

	Hymenochaetales/ Schizoporaceae
	Xylodon nesporii
	LWZ 20171016-12
	MT319493
	MT319235
	MT326384
	[24]

	Hymenochaetales/ Schizoporaceae
	Xylodon niemelaei
	LWZ 20171015-12
	MT319625
	MT319361
	MT326407
	[24]

	Hymenochaetales/ Coltriciaceae
	Coltricia perennis
	Cui 10319
	KU360687
	[bookmark: OLE_LINK422]KU360653
	KY693935
	[27]

	Hymenochaetales/ Coltriciaceae
	Coltricia dependens
	Dai 10944
	KY693737
	KY693757
	—
	In Genbank 

	Hymenochaetales/ Hymenochaetaceae
	Hymenochaete rubiginosa
	He 104
	JQ716407
	JQ279667
	—
	[28,29]

	Hymenochaetales/ Hymenochaetaceae
	Fomitiporia mediterranea
	AFTOL 688
	AY854080
	AY684157
	AY885149
	[3]

	Hymenochaetales/ Hymenochaetaceae
	Fomitiporia hartigii
	MUCL 53551
	JX093789
	JX093833
	JX093746
	[30]

	Hymenochaetales/ Hymenochaetaceae
	Porodaedalea chinensis
	Cui 10252
	KX673606
	MH152358
	MG585301
	[31,32]

	Hymenochaetales/ Neoantrodiellaceae
	Neoantrodiella gypsea
	Cui 10372
	KT203290
	MT319396
	—
	[24]

	Hymenochaetales/ Neoantrodiellaceae
	Neoantrodiella thujae
	Dai 5065
	KT203293
	MT319397
	—
	[24]

	Hymenochaetales/ Nigrofomitaceae
	Nigrofomes melanoporus
	JV 1704/39
	MF629835
	MF629831
	—
	[29]

	Hymenochaetales/ Nigrofomitaceae
	Nigrofomes sinomelanoporus
	Cui 5277
	MF629836
	MT319398
	—
	[24,33]

	Hymenochaetales /Incertae sedis
	Fibricium rude
	CBS 339.66
	MH858815
	MH870454
	—
	[34]

	Hymenochaetales /Incertae sedis
	Basidioradulum radula
	AFTOL-ID 451
	DQ234537
	AY700184
	—
	[3]


Note: '–' indicates that no sequence was obtained in this study. 
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