Supplementary Table S6 Comparative RSCU analysis of genes with high and low expression in the

HSP70 gene family genome of P. ternata.

Amino acid Codon Low expressed gene High expressed gene ARSCU
Number RSCU Number RSCU
Phe uuu 4 0.38 9 0.82 0.44
UuC 17 1.62 13 1.18 -0.44
Leu UUA 0 0 2 0.2 0.2
UuUG 3 0.4 17 1.7 1.3
Cuu 2 0.27 18 1.8 1.53
CuC 16 2.13 11 1.1 -1.03
CUA 0 0 0 0 0
CuG 24 3.2 12 1.2 -2
Ile AUU 3 0.2 10 0.97 0.77
AUC 42 2.74 13 1.26 -1.48
AUA 1 0.07 8 0.77 0.7
Met AUG 17 1 1 0
Val GUU 3 0.29 22 1.35 1.06
GUC 19 1.81 8 0.49 -1.32
GUA 0 0 5 0.31 0.31
GUG 20 1.9 30 1.85 -0.05
Ser UCU 2 0.35 9 1.13 0.78
uUCC 17 3 11 1.38 -1.62
UCA 1 0.18 12 1.5 1.32
UCG 4 0.71 7 0.88 0.17
Pro CCU 3 0.43 9 1.13 0.7
CcCcC 18 2.57 6 0.75 -1.82
CCA 3 0.43 9 1.13 0.7
CCG 4 0.57 8 1 0.43
Thr ACU 1 0.11 15 1.33 1.22
ACC 31 3.26 8 0.71 2.55
ACA 0 0 11 0.98 0.98
ACG 6 0.63 11 0.98 0.35
Ala GCU 3 0.21 22 1.21 1
GCC 37 2.6 20 1.1 -1.5
GCA 1 0.07 20 1.1 1.03
GCG 16 1.12 11 0.6 -0.52
Tyr UAU 2 0.27 2 0.57 0.3
UAC 13 1.73 5 1.43 -0.3
TER UAA 1 3 0 0 -3
UAG 0 0 0 0 0
His CAU 0 0 2 1.33 1.33
CAC 6 2 1 0.67 -1.33
GIn CAA 0 0 5 0.37 0.37
CAG 23 2 22 1.63 -0.37
Asn AAU 1 0.06 13 1 0.94
AAC 32 1.94 13 1 -0.94
Lys AAA 6 0.22 13 0.48 0.26
AAG 49 1.78 41 1.52 -0.26
Asp GAU 5 0.21 32 1.25 1.04
GAC 43 1.79 19 0.75 -1.04
Glu GAA 2 0.08 17 0.72 0.64
GAG 48 1.92 30 1.28 -0.64
Cys UuGU 0 0 1 0.5 0.5
UGC 7 2 3 1.5 -0.5
TER UGA 0 0 1 3 3
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